Fig. S1: Kaplan-meier curves of T2D PGS tertiles by genetic similarity to European ancestry. 
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Within (A) the total population and (B) a subset of individuals of only EUR ancestry, T2D PGS tertiles separate risk of diabetes onset. However in (C) individuals of non-EUR ancestry, the highest and middle T2D PGS tertiles overlap. Residualizing ancestry bias from the T2D PGS maintains similar separation within (D) the total population and (E) participants of EUR ancestry. (F) Residualization further improves T2D PGS tertile separation in non-EUR participants. Multivariate log-rank test P in all analyses was <0.0001.
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