Twelve years of genomic surveillance of vancomycin-resistant Enterococcus faecium: emergence of linear vanA and bacteriocin-carrying
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Fig. S1. A) Average minimum inhibitory concentrations (MIC) and minimum bactericidal concentrations (MBC) of chlorhexidine in a representative subset of

isolates (n=63). B) Distribution of MICs and MBCs by year and sequence type.
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Fig. S2. A) Overall percentage of virulence markers detected by PCR. B) Annual distribution of virulence markers detected by PCR.
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Fig. S3. A) Overall percentage of plasmid replicases [repi; pRUM (GenBank accession no.: AF507977) , rep2o_pLG1 (GenBank accession no.:CP004064),
and rep;_pSM19035 (GenBank accession no.:AY357120) and rep, pRE25 (GenBank accession no.:X92945), by PCR. B) Temporal dynamics of the same
plasmid replicases detected by PCR.
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Fig. S4. Distribution of the bacteriocin 43 gene over a 12-year period.



