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Table 2:  Sequence of selected citrullinated-mutated vimentin with epitopes from 1 to 88. The entire protein sequence of MCV was cut into 88 peptides consisting of 17 amino acids with 12 overlapping amino acids to the neighbourhood peptide with following amino acid code:
X = citrulline; X = mutated glycine = citrulline; H = mutated serine = histidine.
	peptide number
	Sequence of citrullinated-mutated peptides
	peptide number
	Sequence of citrullinated-mutated peptides

	1
	STXSVSSSSYXXMFGXP-NH2
	45
	XKVESLQEEIAFLKKLH-NH2

	2
	SSSSYXXMFGXPGTASX-NH2
	46
	LQEEIAFLKKLHEEEIQ-NH2

	3
	XXMFGXPGTASXPSSSX-NH2
	47
	AFLKKLHEEEIQELQAQ-NH2

	4
	GPGTASXPSSSXSYVTT-NH2
	48
	LHEEEIQELQAQIQEQH-NH2

	5
	SXPSSSXSYVTTSTXTY-NH2
	49
	IQELQAQIQEQHVQIDV-NH2

	6
	SXSYVTTSTXTYSLGSA-NH2
	50
	AQIQEQHVQIDVDVSKP-NH2

	7
	TTSTXTYSLGSALXPST-NH2
	51
	QHVQIDVDVSKPDLTAA-NH2

	8
	TYSLGSALXPSTSXHLY-NH2
	52
	DVDVSKPDLTAALXDVX-NH2

	9
	SALXPSTSXHLYASSPG-NH2
	53
	KPDLTAALXDVXQQYES-NH2

	10
	STSXHLYASSPGXVYAT-NH2
	54
	AALXDVXQQYESVAAKN-NH2

	11
	LYASSPGXVYATXSSAV-NH2
	55
	VXQQYESVAAKNLQEAE-NH2

	12
	PGXVYATXSSAVXLXSS-NH2
	56
	ESVAAKNLQEAEEWYKS-NH2

	13
	ATXSSAVXLXSSVPGVX-NH2
	57
	KNLQEAEEWYKSKFADL-NH2

	14
	AVXLXSSVPGVXLLQDS-NH2
	58
	AEEWYKSKFADLSEAAN-NH2

	15
	SSVPGVXLLQDSVDFSL-NH2
	59
	DLSEAANXNNDALXQAK-NH2

	16
	VXLLQDSVDFSLADAIN-NH2
	60
	KSKFADLSEAANXNNDA-NH2

	17
	DSVDFSLADAINTEFKN-NH2
	61
	ANXNNDALXQAKQESTE-NH2

	18
	SLADAINTEFKNTXTNE-NH2
	62
	DALXQAKQESTEYXXQV-NH2

	19
	KNTXTNEKVELQELNDX-NH2
	63
	AKQESTEYXXQVQSLTC-NH2

	20
	INTEFKNTXTNEKVELQ-NH2
	64
	TEYXXQVQSLTCEVDAL-NH2

	21
	NEKVELQELNDXFANYI-NH2
	65
	QVQSLTCEVDALKGTNE-NH2

	22
	LQELNDXFANYIDKVXF-NH2
	66
	TCEVDALKGTNESLEXQ-NH2

	23
	DXFANYIDKVXFLEQQN-NH2
	67
	ALKGTNESLEXQMXEME-NH2

	24
	YIDKVXFLEQQNKILLA-NH2
	68
	NESLEXQMXEMEENFAV-NH2

	25
	XFLEQQNKILLAELEQL-NH2
	69
	XQMXEMEENFAVEAANY-NH2

	26
	QNKILLAELEQLKGQGK-NH2
	70
	IGXLQDEIQNMKEEMAX-NH2

	27
	GKSXLGDLYEEEMXELX-NH2
	71
	AVEAANYQDTIGXLQDE-NH2

	28
	QLKGQGKSXLGDLYEEE-NH2
	72
	NYQDTIGXLQDEIQNMK-NH2

	29
	LAELEQLKGQGKSXLGD-NH2
	73
	MEENFAVEAANYQDTIG-NH2

	30
	GDLYEEEMXELXXQVDQ-NH2
	74
	DEIQNMKEEMAXHLXEY-NH2

	31
	EEMXELXXQVDQLTNDK-NH2
	75
	MKEEMAXHLXEYQDLLN-NH2

	32
	LXXQVDQLTNDKAXVEV-NH2
	76
	AXHLXEYQDLLNVKMAL-NH2

	33
	DQLTNDKAXVEVEXDNL-NH2
	77
	EYQDLLNVKMALDIEIA-NH2

	34
	DKAXVEVEXDNLAEDIM-NH2
	78
	LNVKMALDIEIATYXKL-NH2

	35
	EVEXDNLAEDIMXLXEK-NH2
	79
	ALDIEIATYXKLLEGEE-NH2

	36
	NLAEDIMXLXEKLQEEM-NH2
	80
	IATYXKLLEGEESXISL-NH2

	37
	IMXLXEKLQEEMLQXEE-NH2
	81
	KLLEGEESXISLPLPNF-NH2

	38
	EKLQEEMLQXEEAENTL-NH2
	82
	EESXISLPLPNFSSLNL-NH2

	39
	EMLQXEEAENTLQSFXQ-NH2
	83
	SLPLPNFSSLNLXETNL-NH2

	40
	EEAENTLQSFXQDVDNA-NH2
	84
	NLXETNLDSLPLVDTHS-NH2

	41
	TLQSFXQDVDNASLAXL-NH2
	85
	NFSSLNLXETNLDSLPL-NH2

	42
	XQDVDNASLAXLDLEXK-NH2
	86
	NLDSLPLVDTHSKXTFL-NH2

	43
	XLDLEXKVESLQEEIAF-NH2
	87
	PLVDTHSKXTFLIKTVE-NH2

	44
	NASLAXLDLEXKVESLQ-NH2
	88
	HSKXTFLIKTVETXDGQ-NH2
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