A genetic risk score composed of rheumatoid arthritis risk alleles, HLA-DRB1 haplotypes, and response to TNFi therapy – Results from a Swedish cohort study
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This online supplement contains:
Table S6, GRS predicting EULAR response, at 2-5 months
	Table S6. The associations between genetic risk scores and TNFi treatment response (achieving good/moderate EULAR response vs. no) at 2-5 months, in RA overall, in by ACPA-status. 

	GRS
	Overall RA
	ACPA-positive RA
	ACPA-negative RA

	GRS76SNPs

	linear
	0.91 (0.76-1.09)
	0.95 (0.76-1.18)
	0.87 (0.53-1.41)

	Q1
	ref.
	ref.
	ref.

	Q2 vs Q1
	0.65 (0.28-1.52)
	0.88 (0.27-2.83)
	0.72 (0.18-2.95)

	Q3 vs Q1
	0.83 (0.37-1.87)
	1.19 (0.41-3.47)
	0.71 (0.17-2.98)

	Q4 vs Q1
	0.65 (0.31-1.39)
	0.85 (0.31-2.32)
	0.87 (0.21-3.67)

	GRSHaplotype

	linear
	0.84 (0.68-1.04)
	0.85 (0.65-1.10)
	1.18 (0.70-2.01)

	Q1
	ref.
	ref.
	ref.

	Q2 vs Q1
	1.30 (0.53-3.20)
	0.62 (0.15-2.60)
	2.82 (0.75-10.54)

	Q3 vs Q1
	1.30 (0.60-2.78)
	0.95 (0.28-3.23)
	3.11 (0.72-13.48)

	Q4 vs Q1
	0.91 (0.42-1.97)
	0.65 (0.19-2.25)
	2.99 (0.71-12.59)

	Any SE
	0.69 (0.49-0.97)
	0.69 (0.46-1.05)
	1.04 (0.49-2.22)

	RA: rheumatoid arthritis; Q: quartile. Odds ratio together with 95% confidence intervals were presented.



