Table S10. Differential expression of CPA-identified genes in salivary glands of SS patients.
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Summary of 76 genes differentially expressed (DE) in at least 2 out of 3 SS salivary gland (SG) microarray datasets displayed alphabetically. Genes with shaded grey color (n=22), are differentially expressed in at least 2 out of 3 SG datasets, but not in the third dataset in the opposite direction, and have not yet been described as being clearly associated with SS pathogenesis (i.e., based on strong scientific evidence). Yellow background represents DE of that gene in a particular dataset (FC≤ -1.5 or FC≥ +1.5).
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 Entrez Gene IDGene symbol Gene Name

Chromosome 

Location minor parotid LSG Avg. up/downeffect in SS PMID

19 ABCA1 ATP binding cassette subfamily A member 1  9q31 2.689927 2.337204 1.750783 2.259305 ↑ + 11355874

199 AIF1 allograft inflammatory factor 1  6p21.3 2.866642 5.018468 1 2.961703 ↑ + 23116360

9447 AIM2 absent in melanoma 2  1q22 7.172801 2.783889 1.30586 3.754183 ↑ + 24367371

6790 AURKA aurora kinase A  17p13.3 2.078927 2.197617 1 1.758848 ↑ ? NA

489 ATP2A3 ATPase, Ca++ transporting, ubiquitous  20q13 -3.20324 -1.5659 1.308578 -1.15352 ↓ ? NA

762 CA4 carbonic anhydrase IV  17q23.1 -4.47136 -1.86331 -1 -2.44489 ↓ ? 15647194

811 CALR calreticulin  19p13.13 -6.11361 -1.63341 1.0329 -2.23804 ↓ - 12974767

1230 CCR1 chemokine (C-C motif) receptor 1 3p21 3.652078 2.565868 2.188587 2.802178 ↑  + (cell line)22157716

9332 CD163 CD163 molecule  12p13 1.841051 5.084738 2.188587 3.038126 ↑ ? NA

911 CD1C CD1c molecule 1q23.1 2.422864 3.764724 0.751581 2.313056 ↑ + 24909310

912 CD1D CD1d molecule 1q23.1 6.868012 5.833722 1.007514 4.569749 ↑ + 24909310

919 CD247 CD247 molecule  1q24.2 6.862843 2.081525 1.183451 3.37594 ↑ ? 12100036

952 CD38 CD38 molecule  4p15.32 1.56004 4.195971 2.42839 2.728134 ↑ ? 16802367

969 CD69 CD69 molecule 12p13 9.411246 5.707685 1.376496 5.498476 ↑ + 15880807

972 CD74

CD74 molecule, major histocompatibility complex, class II 

invariant chain  5q32 3.909211 2.287277 1 2.398829 ↑ ? NA

925 CD8A CD8a molecule  2p12 3.248257 3.173308 1.793776 2.738447 ↑ ? 24022789

1066 CES1 carboxylesterase 1  16q22.2 -6.55566 -2.48669 -3.70635 -4.24957 ↓ ? NA

8837 CFLAR CASP8 and FADD like apoptosis regulator  2q33-q34 6.860175 -1.68777 1.85961 2.344005 ↑ + 26686423

1111 CHEK1 checkpoint kinase 1  11q24.2 2.457989 2.452342 1 1.97011 ↑ ? NA

170482 CLEC4C C-type lectin domain family 4 member C  12p13.2-p12.33.138769 1.975827 1 2.038199 ↑ ? NA

1285 COL4A3 collagen, type IV, alpha 3 (Goodpasture antigen)  2q36-q37 4.951697 2.407615 1.465101 2.941471 ↑ ? NA

1289 COL5A1 collagen, type V, alpha 1  9q34.2-q34.3 -1.55876 -1.65454 1.097332 -0.70532 ↓ ? NA

3627 CXCL10 chemokine (C-X-C motif) ligand 10  4q21 15.53766 4.662412 4.958831 8.386301 ↑ + 22703193

10563 CXCL13 chemokine (C-X-C motif) ligand 13  4q21 44.71058 60.97522 2.378414 36.02141 ↑ + 15880807

6374 CXCL5 chemokine (C-X-C motif) ligand 5  4q13.3 -2.22093 -2.08968 -1.49278 -1.93446 ↓ ? NA

2833 CXCR3 chemokine (C-X-C motif) receptor 3  Xq13 3.059138 1.986979 1 2.015372 ↑ + 16456020

643 CXCR5 chemokine (C-X-C motif) receptor 5  11q23.3 1.941557 2.158527 1 1.700028 ↑ + 11967114

10663 CXCR6 chemokine (C-X-C motif) receptor 6  3p21 4.240655 2.479398 1 2.573351 ↑ ? NA

23586 DDX58 DEAD (Asp-Glu-Ala-Asp) box polypeptide 58 9p12 1.859255 1.827011 2.114036 1.933434 ↑ + 26137972

953 ENTPD1 ectonucleoside triphosphate diphosphohydrolase 1  10q24.1 3.264319 2.26383 1.063338 2.197162 ↑ + 23116360

2113 ETS1 v-ets avian erythroblastosis virus E26 oncogene homolog 1  11q23.3 3.355655 3.453734 2.042024 2.950471 ↑ (+/?) NA

355 FAS Fas cell surface death receptor  10q24.1 4.672032 3.301341 1.692317 3.221897 ↑ + 14672901

2217 FCGRT Fc fragment of IgG, receptor, transporter, alpha  17q25 -2.24004 -1.57099 -1 -1.60368 ↓ + 22117835

2952 GSTT1 Glutathione S-Transferase Theta 1 19q13.3 -4.79501 -2.35219 -1 -2.71573 ↓ - 10616008

3126 HLA-DRB4 Major Histocompatibility Complex, Class II, DR Beta 4 22q11.23  2.17863 3.135402 1.382232 2.232088 ↑ + 8173843

3429 IFI27 interferon, alpha-inducible protein 27 6p21.3  2.210521 2.306114 8.456144 4.32426 ↑ + 21078725

10561 IFI44 interferon induced protein 44  14q32.12 2.264457 3.824521 9.253505 5.114161 ↑ + 21078725

64135 IFIH1 interferon induced, with helicase C domain 1  1p31.1 2.15125 2.18539 3.810552 2.715731 ↑ + 26137972

3434 IFIT1 interferon induced protein with tetratricopeptide repeats 1  2q24.2 1.422265 6.117067 7.012846 4.850726 ↑ + 23116360

3437 IFIT3 interferon induced protein with tetratricopeptide repeats 3  10q23.31 2.573189 1.843917 7.160201 3.859102 ↑ + 18581327

8519 IFITM1 interferon induced transmembrane protein 1  10q23.31 1.768001 2.893433 2.313376 2.324937 ↑ + 22703193

3458 IFNG interferon, gamma 11p15.5 6.977488 2.80953 1.108801 3.63194 ↑ + 15584966

3560 IL2RB interleukin 2 receptor subunit beta  12q14 4.636068 3.379194 1.812524 3.275929 ↑ ? NA

3688 ITGB1 integrin subunit beta 1  22q13 3.422982 3.216434 3.09513 3.244849 ↑ ? NA

3821 KLRC1 killer cell lectin-like receptor subfamily C, member 1 10p11.2 2.16112 2.817828 1 1.992983 ↑ ? 15880807

3902 LAG3 lymphocyte-activation gene 3  12p13 2.822296 2.740417 0.998213 2.186975 ↑ + 27180164

27074 LAMP3 lysosomal-associated membrane protein 3  12p13.3 4.210236 3.332297 4 3.847511 ↑ + N/A

3949 LDLR low density lipoprotein receptor  3q26.3-q27 -2.581 -2.71773 1.754427 -1.18143 ↓ ? NA

51176 LEF1 lymphoid enhancer-binding factor 1  19p13.2 3.763471 2.280225 1.105731 2.383142 ↑ (+/?) NA

23643 LY96 lymphocyte antigen 96  4q25 4.281584 1.513034 1.28076 2.358459 ↑ + 24286337

5606 MAP2K3 mitogen-activated protein kinase kinase 3  8q13.3 -2.47152 -2.0275 1.231144 -1.08929 ↓ ? NA

4288 MKI67 marker of proliferation Ki-67  17q11.2 2.102941 3.151341 1 2.084761 ↑ ? NA

4318 MMP9 matrix metallopeptidase 9  10q26.2 11.12764 4.761428 1.48144 5.790168 ↑ + 16142742

931 MS4A1 membrane-spanning 4-domains, subfamily A, member 1  20q13.12 55.68562 41.68337 1.327765 32.89892 ↑ + 2551310

4582 MUC1 mucin 1, cell surface associated 11q12.2 -3.01684 -2.77978 1.729074 -1.35585 ↓ + 9634933

4599 MX1 MX dynamin-like GTPase 1  11q12-q13 1.236122 4.969572 6.588728 4.264807 ↑ + 21078725

4938 OAS1 2'-5'-oligoadenylate synthetase 1  1q22 2.595891 2.780575 3.530812 2.969092 ↑ + 21078725

4939 OAS2 2'-5'-oligoadenylate synthetase 2  21q22.3 1.861661 2.234033 2.928171 2.341288 ↑ + 22703193

5087 PBX1 pre-B-cell leukemia homeobox 1  12q24.2 -3.24645 -1.61241 1.633538 -1.07511 ↓ ? NA

5724 PTAFR platelet-activating factor receptor 12q24.2 1.661967 2.111542 1 1.59117 ↑ + 22117835

5740 PTGIS prostaglandin I2 (prostacyclin) synthase 1q23.3 -1.82817 -2.24376 -1 -1.69064 ↑ ? NA

5888 RAD51 RAD51 recombinase  1p35-p34.3 3.549316 2.113271 1 2.220862 ↑ ? NA

6241 RRM2 ribonucleotide reductase M2  20q13 4.121913 6.043606 1.465101 3.876873 ↑ + 23129761

6279 S100A8 S100 calcium binding protein A8  15q15.1 2.098479 2.670309 1 1.922929 ↑ + 22117835

6280 S100A9 S100 calcium binding protein A9  2p25-p24 2.469122 1.551355 0.833931 1.618136 ↑ + 22117835

6614 SIGLEC1 sialic acid binding Ig-like lectin 1, sialoadhesin  1q12-q22 2.781066 3.056143 1.052193 2.296468 ↑ + 23831963

6571 SLC18A2

solute carrier family 18 (vesicular monoamine transporter), 

member 2 1q21 1.882473 1.579413 1 1.487295 ↑ ? NA

6662 SOX9 SRY-box 9 20p13 -1.74609 -1.58715 1.638073 -0.56506 ↓ ? NA

6772 STAT1 signal transducer and activator of transcription 1 10q25 7.261337 4.040552 9.646463 6.982784 ↑ + 23116360

6773 STAT2 signal transducer and activator of transcription 2  17q24.3 2.363338 1.866609 2.514027 2.247991 ↑ ? NA

6869 TACR1 tachykinin receptor 1  2q32.2-q32.3 -3.13003 -2.12407 -1 -2.0847 ↓ ? NA

6890 TAP1 transporter 1, ATP-binding cassette, sub-family B (MDR/TAP) 12q13.2 3.710115 2.712941 2.828427 3.083828 ↑ ? 9324024

51284 TLR7 toll-like receptor 7  2p13.1-p12 4.696262 3.739536 1.614402 3.350067 ↑ + 23116360

7148 TNXB tenascin XB  6p21.3 -2.6391 -1.79952 -1 -1.81287 ↓ ? NA

7253 TSHR thyroid stimulating hormone receptor  22q12.2 5.917943 1.624959 1 2.847634 ↑ ? NA

7351 UCP2 uncoupling protein 2 (mitochondrial, proton carrier)  Xp22.3 2.099967 2.385967 1.162314 1.882749 ↑ ? 11947921
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