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	Gene
	CHR
	GWAS
	mRNA expression
	EQTL
	TWAS

	
	
	
	GWAS SNP
	GWASZ
	FC
	Tissue
	EQTL SNP
	EQTLR2
	EQTLZ
	TWASZ
	TWASP

	1
	SUPV3L1
	10
	rs10998460
	-3.12
	3.22
	YBL
	rs12774307
	0.04
	-8.03
	2.91
	3.59E-03

	2
	ZNF195
	11
	rs2157763
	3.11
	2.25
	YBL
	rs12417350
	0.02
	-5.43
	-2.71
	6.67E-03

	3
	HBG2
	11
	rs4758435
	-2.84
	3.91
	YBL
	rs11036474
	0.07
	9.82
	-2.26
	2.36E-02

	4
	VAMP4
	1
	rs6670432
	3.21
	2.23
	YBL
	rs2298914
	0.44
	23.7
	-1.98
	4.77E-02



