
 

Supplementary figure 3: Verifying the characteristic gene set of mononuclear phagocyte 

subsets through GSVA   

(a) The enrichment of characteristic gene sets of mononuclear phagocyte subsets in each cell 

population was compared and analyzed by feature map. (b) The enrichment of mononuclear 

phagocyte subsets characteristic gene sets in each cell population was compared and analyzed by 

violin plot. 


