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Supplementary figure 2: The differentially expressed transcriptome of mononuclear

phagocyte subsets between severe SLE and inactive SLE patients

(a) Heatmap showing the expression changes of selected key ISGs in mononuclear phagocyte
subsets between severe SLE patients and inactive SLE patients. (b) Violin plot comparing the
expression changes of selected key ISGs in mononuclear phagocyte subsets between severe SLE
patients and inactive SLE patients. (c¢) Dot plot comparing the expression changes of selected key

ISGs in mononuclear phagocyte subsets between severe SLE patients and inactive SLE patients.



