Supplementary Materials
Figure S1. The results of mQTL of SMR analysis in the IR GCST90267567 cohort. 
Figure S2. Multi-omic results of SMR in IR. Manhattan plot showing the chromosomal distribution of key results from the integrated mQTL (A), eQTL(B) and pQTL(C) results of SMR in IR (p SMR multi = 0.05). 
Figure S3. SMR Effect Plot and SMR Locus Plot of HKDC1 related-m/e/pQTL(A-C). 
Figure S4. Venn diagram comparing the GeneCards glycolysis gene list (n=4,043) with curated KEGG Glycolysis (n=67) and Hallmark Glycolysis (n=200) gene sets.
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