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	Description
	Best BLAST hit organism in GenBank
	Amino acid identity (%)

	Clp protease, ClpC
	[Chryseobacterium sp. CF365]
WP_034694227.1
	99%

	Molecular chaperone, GroEL
	[Chryseobacterium sp. CF365]
WP_034696141.1
	99%

	ATP-dependent chaperone, ClpB
	[Chryseobacterium sp. CF365]
WP_034695785.1
	98%



