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	Strain
	Genome size (bp)
	N50 value
	L50 value
	GC content (%)
	Number of contigs
	Plasmid info

	CfrFF141
	5399041
	729166
	2
	51.9
	88
	RepA_1_pKPC-CAV1321

	CfrFF371
	5293207
	627142
	3
	52.0
	180
	IncR

	CfrFF414
	5307530
	679759
	3
	51.9
	201
	IncR

	CfrFF423
	5297304
	627142
	3
	52.0
	216
	IncR



