	Comparing control and PPI children at baseline

	Original name
	Other names
	Gram +/-
	Form
	(An)aerobic
	Isolated from humans
	Other diseases association
	Reference

	Clostridium bolteae (↓)
	Enterocloster bolteae
	+
	Rod shaped
	Obligate anaerobic
	2003(1)
	Autism (↑)
	Song et al 2004(1)

	
	
	
	
	
	
	
	Kandaeel et al 2020(2)

	
	
	
	
	
	
	Systemic sclerosis (↑)
	Plichta et al 2021(3)

	
	
	
	
	
	
	Food allergy (↑)
	Kourosh et al 2018(4)

	
	
	
	
	
	
	Spondylarthritis (↑)
	Wang et al 2022(5)

	
	
	
	
	
	
	Rheumatoid arthritis (↑)
	Kim et al 2021(6)

	Bacteroides ovatus (↓)
	NA
	-
	Bacillus
	Obligate anaerobic
	1933(7)
	Decreases gut inflammation (↑)
	Ihekweazu et al 2021(8)

	
	
	
	
	
	
	IgA production  (↑)
	Yang et al 2020(9)

	
	
	
	
	
	
	IBD (↑)
	Saitoh et al 2002(10)

	
	
	
	
	
	
	Functional constipation (↑)
	De Meij et al 2016(11)

	
	
	
	
	
	
	Coeliac disease (↓)
	Sanchez et al 2010(12)

	
	
	
	
	
	
	Recurrent Clostridioides difficile infection (↓)
	Mullish et al 2019(13)

	
	
	
	
	
	
	
	Amrane et al 2019(14)

	
	
	
	
	
	
	Shorter PFS in melanoma (↑)
	Peters at al 2019(15)

	
	
	
	
	
	
	Modulatory role on cancer therapy outcome (↑)
	Heshiki et al 2020(16)

	
	
	
	
	
	
	SARS-CoV-2 viral load (↓)
	Zuo et al 2020(17)

	
	
	
	
	
	
	Nonalcoholic fatty liver disease (↑)
	Jiao et al 2021(18)

	Bacteroides cellulosilyticus (↓)
	NA
	-
	Bacillus
	Obligate anaerobic
	2007(19)
	Collagenous colitis (↑)
	Gustafsson et al 2012(20)

	
	
	
	
	
	
	Severe SARS-CoV-2 (↑)
	Xu et al 2022(21)

	Bacteroides helcogenes (↓)
	NA
	-
	Bacillus
	Obligate anaerobic
	1983 in pigs(22)
	Mental disorders (↓)
	McGuinness et al 2022(23)

	
	
	
	
	
	2006 in humans(24)
	Vaginal delivery (↑)
	Hanachi et al 2022(25)

	
	
	
	
	
	
	
	




	Comparing control and PPI children at the end of PPI treatment (only above 400 days if PPI treatment)

	Original name
	Other names
	Gram +/-
	Form
	(An)aerobic
	Isolated from humans
	Other diseases association
	Reference

	Bacteroides vulgatus (↓)
	Phocaeicola vulgatus
	-
	Bacillus
	Obligate anaerobic
	1933(7)
	ME/CFS + IBD (↑)
	Nagy-Szakal et al 2017(26)

	
	
	
	
	
	
	Crohn´s disease (↑)
	Mangin et al 2004(27)

	
	
	
	
	
	
	
	Ruseler-van Embden and van Lieshout 1987(28)

	
	
	
	
	
	
	Viral Diarehea (↓)
	Ma et al 2011(29)

	
	
	
	
	
	
	Type 2 diabetes (↓)
	Wu et al 2010(30)

	
	
	
	
	
	
	Low risk of irAEs during cancer treatment (↑)
	Usyk et al 2021(31)

	
	
	
	
	
	
	UC treatment - blockage of proteases (-)
	Mills et al 2022(32)

	
	
	
	
	
	
	CRC (↓)
	Wang et al 2012(33)

	Bacteroides cellulosilyticus (↓)
	NA
	-
	Bacillus
	Obligate anaerobic
	2007(19)
	Collagenous colitis (↑)
	Gustafsson et al 2012(20)

	
	
	
	
	
	
	Severe SARS-CoV-2 (↑)
	Xu et al 2022(21)

	Bacteroides fragilis (↑)
	Bacillus fragilis
	-
	Bacillus
	Anaerobic
	1898(34)
	CRC (↑) - ETBF
	Viljoen et al 2015(35)

	
	
	
	
	
	
	
	Sears et al 2014(36)

	
	
	
	
	
	
	
	Haghi et al 2019(37)

	
	
	
	
	
	
	
	Kordahi et al 2021(38)

	
	
	
	
	
	
	
	Khodaverdi et al 2021(39)

	
	
	
	
	
	
	Autoimmune disease (↑) - ETBF
	Stewart et al 2018(40)

	
	
	
	
	
	
	Diarrhea (↑) - ETBF
	Pathela et al 2005(41)

	
	
	
	
	
	
	
	Sears et al 2008(36)

	
	
	
	
	
	
	Immune response (-)
	Sjogren et al 2009(42)

	
	
	
	
	
	
	IBD (↑) - ETBF
	Zitomersky et al 2013(43)

	
	
	
	
	
	
	
	Chu et al 2016(44)

	
	
	
	
	
	
	Asthma (↑)
	Vael et al 2008(45)

	Bacteroides ovatus (↓)
	NA
	-
	Bacillus
	Obligate anaerobic
	1933(7)
	Decreases gut inflammation (↑)
	Ihekweazu et al 2021(8)

	
	
	
	
	
	
	IgA production  (↑)
	Yang et al 2014(46)

	
	
	
	
	
	
	IBD (↑)
	Saitoh et al 2002(10)

	
	
	
	
	
	
	Functional constipation (↑)
	De Meij et al 2016(11)

	
	
	
	
	
	
	Coeliac disease (↓)
	Sanchez et al 2010(12)

	
	
	
	
	
	
	Recurrent Clostridioides difficile infection (↓)
	Mullish et al 2019(13)

	
	
	
	
	
	
	
	Amrane et al 2019(14)

	
	
	
	
	
	
	Shorter PFS in melanoma (↑)
	Peters at al 2019(15)

	
	
	
	
	
	
	Modulatory role on cancer therapy outcome (↑)
	Heshiki et al 2020(16)

	
	
	
	
	
	
	SARS-CoV-2 viral load (↓)
	Zuo et al 2020(17)

	
	
	
	
	
	
	Nonalcoholic fatty liver disease (↑)
	Jiao et al 2021(18)

	Bacteroides helcogenes (↓)
	NA
	-
	Bacillus
	Obligate anaerobic
	1983 in pigs(22)
	Mental disorders (↓)
	McGuinness et al 2022(23)

	
	
	
	
	
	2006 in humans(24)
	Vaginal delivery (↑)
	Hanachi et al 2022(25)

	Prevotella intermedia (↑)
	Bacteroides melaninogenicus subsp. intermedius
	-
	Rod shaped
	Anaerobic
	1970(47)
	Severe periodontitis (↑)
	Torrungruang et al 2015(48)

	
	
	
	
	
	
	
	Yang et al 2014(46)

	
	Bacteroides intermedius
	
	
	
	
	Gout (↑)
	Liu et al 2018(49)

	
	
	
	
	
	
	Familiar Subclinical Periodontal Disease (-)
	Fukui et al 1999(50)

	
	
	
	
	
	
	
	
	
	



↑	increased levels								
↓	decreased levels								
"-"	Important to the specific health condition						
IBD	Irritable bowel disease							
PFS	progression-free survival							
ME/CFS + IBD	Myalgic encephalomyelitis/chronic fatigue syndrome					
irAEs	immune-related adverse events						
UC	ulcerative colitis								
CRC	colon rectal cancer								
ETBF	enterotoxigenic Bacteroides fragilis						
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