
Suppl Table 1 Primer pairs of semi-quantitative PCR for bacterial genes 

 

Footnote: The primer sequences were adapted from the reference of Clermont O et 

al 1, 2 or designed based on the gene sequence in this study.  

  

Gene Oligonucleotide sequence (5'→3') Size (bp) Tm (C) Ref. 

chuA 
F: GAC GAA CCA ACG GTC AGG AT 

279 59 1, 2 
R: TGC CGC CAG TAC CAA AGA CA 

yjaA 
F: TGA AGT GTC AGG AGA CGC TG 

211 59 1, 2 
R: ATG GAG AAT GCG TTC CTC AAC 

tspE4.C2 
F: GAG TAA TGT CGG GGC ATT CA 

152 59 1, 2 
R: CGC GCC AAC AAA GTA TTA CG 

colY 
F: CCA GTG AAT GTA GGG CTG GT 

186 64 
This 

study R: GGC TGC AAC AAT CTG TCT GA 

mbeA 
F: GAA CGA CGA GTT CAG GAA GC 

226 60 
This 

study R: GGC AAA CAT CAG CAC TGA GA 

16S rRNA 
F: CCT ACG GGA GGC AGC AG 

194 53 1, 2 
R: ATT ACC GCG GCT GCT GG 



Suppl Table 2 Primer pairs of quantitative PCR for bacterial genes  

Footnote: All real-time PCR primers were designed in this study, except those cited 

from references. The annealing temperature (Tm) for all primer pairs is set to 60C. 

  

Gene Oligonucleotide sequence (5'-3') Size (bp) Ref. 

uidA 
F: CGG AAG CAA CGC GTA AAC TC 

70 3 
R: TGA GCG TCG CAG AAC ATT ACA 

capA 
F: TGT TGG AAA ACG CGG TGA TA 

78 
This 

study R: CTT CGA AGT GTA AAA GCC ATG TTT AT 

wbgU 
F: GCGGTTCGATCGCGTAAT 

63 
This 

study R: GGATTTTCAAGGGAGTAACGTACAC 

dhbF 
F: CGTGGCCGAGTTGATTTTACA 

63 
This 

study R: CCGTTGATTAGCGCAGTTTTC 

ehpR 
F: AGCCCGCAATATACCAATGG 

65 
This 

study R: GTGCAACAAAAGTGTACCCAAACT 

colY 
F: TGC GGC AGG CTT TCG A 

67 
This 

study R: GGC TGC AAC AAT CTG TCT GAC A 

mbeA 
F: CGC ATT AGA GCA ACT GCA ACA 

59 
This 

study R: AGG CGC TCT CCC ATT CG 

16S rRNA 
F: CCT ACG GGA GGC AGC AG 

194 4 
R: ATT ACC GCG GCT GCT GG 
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