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	Species name
	2C DNA (pg, mean ± SD)
	Genome size* (MB)
	Reference

	Pyrus elaeagrifolia
	1.15 ± 0.01 
	562.35 ± 4.89
	[1]

	Pyrus communis
	1.03/1.11 
	503.67/542.79
	[2]

	Pyrus calleryana
	1.26 ± 0.29
	616.14 ± 141.81
	[3]

	Pyrus pyrifolia white pear group
	/
	512.0
	[4]

	Malus × domestica
	1.54–1.65 
	753-807
	[2]

	Prunus persica
	0.54/0.55 
	264/269
	[2]


*1 pg = 489 Mb [5].
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