[bookmark: _GoBack]Table S3. Oligonucleotide primers.

	Name
	 Sequence (5’to 3’)
	GenBank ID: nucleotides

	Streptococcus agalactiae

	IF560
	AAC GAA ACC TAT CAG CGG AA
	AAJS01000088: 6,047-6,028

	IF561
	TTT GGG TTT GTC TCC GAC GA
	AAJS01000088: 5,695-5,714

	IF927
	ACA AGC GAG AAG GTC AAG AAG TT
	AAJS01000029: 4,775-4,797

	IF928
	GTG TCA AGG CAG TAC GAA ATC
	AAJS01000029: 5,012-5,032

	Streptococcus gordonii

	IF512
	TGC TTT AGG AGA TGT TGA GTT
	CP000725: 1,253,207-1,253,187  

	IF513
	ACC GCA GAC TGT TCT TTA GA
	CP000725: 1,252,812-1,252,831

	IF544
	CAG ATG GAG AAA TGG AAG AT
	CP000725: 1,483,666- 1,483,647  

	IF545
	GCT GTA CGG AAA CCT TGC TC
	CP000725: 1,483,531-1,483,550

	Streptococcus pyogenes

	IF509
	AAG TAG AAA TGG CGA AGT GAA
	AE004092: 953,960-953,980

	IF510
	GAC TAG AAA GTG GTA AGC GT
	AE004092: 954,208-954,189

	IF306
	AAG GTT TGA CGG CGG TAA
	AE004092: 582,657-582,674  

	IF307
	ACG AGC AAC TTG TGG GTT
	AE004092: 582,814-582,797

	Enterococcus faecalis

	IF525
	GGT TAC GGG AAG AAA GCG GT
	CP002621: 1,430,659-1,430,678

	IF532
	GCC TAT GGG ATT GCT ACA CC
	CP002621: 1,431,138-1,431,119

	IF943
	ACC AAG AAT ATC GTC GTG GT
	CP002621: 5,120-5,139

	IF944
	AAT TGA AAT GTG TAA GCC TCG
	CP002621: 5,310-5,290



