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Supplementary Figure 1. Syntenic relationship depicted for each independent domestication
and co-domestication case. Two distantly related species within each taxon were selected. A)
Anopheles co-domestication case 1 (APLG1 & APM1). B) Anopheles co-domestication case 2
(APLG2 and APM_2). C) Lepidoptera domestication case 1 (LPLG1 and LPM1). D) Lepidoptera

domestication & co-domestication case 2 (LPLG2 and LPM2). E) Blattodea domestication case 1
(BPLG1). F) Blattodea domestication case 2 (BPLG2).



