CAULIFINDER: a pipeline for the automated detection and annotation of
caulimovirid endogenous viral elements in plant genomes

Supplementary Figure 2

Sequence dot plots for two examples of concatemers detected in the output of Branch A runl.
For each concatemer, the dot plot was generated against the query sequence itself and against
all the other sequences of the cluster it belongs to, except concatemers. Forward and reverse
hits are indicated as green and red lines, respectively. Coverage density is indicated on the axes
with the same color code. The dot plots were produced using the YASS web server
(https://bioinfo.lifl.fr/yass/yass.php)
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