
Genome

LTR discovery
TIR discovery

Helitron discovery

TE discovery
RepeatModeler

Filtering CDS

EDTA TE library

Annotate and rename TEs
RepeatMasker - RepBase v20181026

Blumeria TE consensus sequences
RepBase v20181026

GenBank SINE Eg-R1/Egh24

Remove duplicated sequences
CD-HIT-EST

Extensive De novo TE Annotator
(EDTA)
pipeline

1,472 TEs
676 unknown

1,472 TEs
163 unknown

Multiple sequence alignment
MAFFT

Cleaning of alignment
T-COFFEE, CIAlign

Manual curation
TE-Aid

Whole-genome TE annotation
RepeatMasker

TE consensus library

344 TEs
3 repeats

6 unknown

1,019 TEs
11 unknown


