
z
−

s
c

o
re

 (
R

P
K

M
)

−2

0.6

Cluster

correlation [R]

A

B

Cluster 1−2

1
2

0
 h

p
i

0.4

0.2

0.8

0
 h

p
i

6
 h

p
i

1
8

 h
p

i

2
4

 h
p

i

7
2

 h
p

i

1
2

0
 h

p
i

0
 h

p
i

6
 h

p
i

1
8

 h
p

i

2
4

 h
p

i

7
2

 h
p

i

1
2

0
 h

p
i

0
 h

p
i

6
 h

p
i

1
8

 h
p

i

2
4

 h
p

i

7
2

 h
p

i

1
2

0
 h

p
i

0
 h

p
i

6
 h

p
i

1
8

 h
p

i

2
4

 h
p

i

7
2

 h
p

i

Cluster 2 Cluster 3 Cluster 4

Cluster 8Cluster 7Cluster 6Cluster 5

788 685 960 862

11631006646569

−1

0

1

2

−1

0

1

2

−2

−2

−1

0

1

2

−1

0

1

2

−2

−2

−1

0

1

2

−1

0

1

2

−2

−2

−1

0

1

2

−1

0

1

2

25

50

75

100

−Log10(FDR)

Fold enrichment

25

50

75

100

Carbohydrate metabolism

Cell wall biosynthesis

Transcription

Protein metabolism

Stress response

Cellular response to stimulus

Organic acid biosynthesis

Organic molecule catabolism

Transport

Cytoskeleton organization

Development

Reproduction

Regulatory process

Cluster 9

G
O

:0
0

0
7

0
1

0
G

O
:0

0
1

6
0

4
3

G
O

:0
0

0
7

0
1

7
G

O
:0

0
0

7
1

5
4

G
O

:0
0

0
5

9
7

5
G

O
:0

0
0

5
9

7
6

G
O

:0
0

1
6

0
5

1
G

O
:0

0
1

0
4

1
0

G
O

:0
0

4
2

5
4

6
G

O
:0

0
7

1
5

5
4

G
O

:0
0

7
1

8
4

0
G

O
:0

0
0

6
3

5
5

G
O

:0
0

3
1

3
2

6
G

O
:0

0
0

6
5

0
8

G
O

:0
0

0
6

4
6

8
G

O
:0

0
1

6
3

1
0

G
O

:0
0

1
5

8
4

9
G

O
:0

0
5

5
0

8
5

G
O

:0
0

0
6

6
2

9
G

O
:0

0
0

8
6

1
0

G
O

:0
0

0
9

0
5

6
G

O
:0

0
4

4
2

4
8

G
O

:0
0

0
9

7
1

9
G

O
:0

0
1

0
0

3
3

G
O

:0
0

4
2

2
2

1
G

O
:0

0
0

6
9

5
0

G
O

:0
0

5
1

7
1

6
G

O
:0

0
1

0
3

8
3

G
O

:0
0

0
9

8
3

2
G

O
:0

0
0

9
8

3
4

G
O

:0
0

7
1

6
6

9
G

O
:0

0
5

1
1

7
2

G
O

:0
0

0
6

3
5

1
G

O
:0

0
1

0
5

5
6

G
O

:0
0

3
2

5
0

1
G

O
:0

0
3

2
5

0
2

G
O

:0
0

4
4

0
8

5
G

O
:0

0
4

5
2

2
9

G
O

:0
0

0
7

1
6

5
G

O
:0

0
7

0
8

8
7

G
O

:0
0

9
8

7
5

4
G

O
:0

0
0

6
9

5
2

G
O

:0
0

5
1

2
5

2
G

O
:0

0
1

9
7

5
2

G
O

:0
0

4
3

4
3

6
G

O
:0

0
4

4
2

8
3

G
O

:1
9

0
1

5
6

6
G

O
:0

0
4

4
2

5
5

G
O

:0
0

4
4

2
8

1
G

O
:0

0
4

4
7

0
6

G
O

:0
0

0
9

6
0

5
G

O
:0

0
0

9
7

2
5

G
O

:0
0

0
9

4
1

6
G

O
:0

0
0

9
6

2
8

G
O

:0
0

2
2

4
1

4
G

O
:0

0
4

8
5

4
4

G
O

:0
0

0
7

1
6

6
G

O
:0

0
0

9
6

0
7

G
O

:0
0

0
9

6
3

6
G

O
:0

0
9

8
8

6
9

G
O

:0
0

0
6

9
7

9
G

O
:0

0
9

8
5

4
2

G
O

:0
0

0
9

6
9

8
G

O
:0

0
4

2
7

4
4

G
O

:1
9

0
1

5
7

5
G

O
:0

0
0

9
9

6
6

G
O

:0
0

4
8

5
2

3
G

O
:0

0
4

8
3

6
7

G
O

:0
0

0
9

6
5

3
G

O
:0

0
4

8
7

3
1

G
O

:0
0

4
8

8
5

6
G

O
:0

0
0

9
7

3
3

G
O

:0
0

0
9

7
3

4
G

O
:0

0
0

9
7

5
5

G
O

:1
9

0
1

7
0

0
G

O
:0

0
3

2
7

7
4

G
O

:0
0

0
6

8
1

1
G

O
:0

0
7

1
7

0
5

G
O

:0
0

7
1

7
0

2
G

O
:0

0
0

9
6

5
8

G
O

:0
0

4
8

5
1

1
G

O
:0

0
0

9
2

6
6

G
O

:0
0

0
6

5
1

8
G

O
:0

0
0

6
5

7
5

G
O

:0
0

4
3

6
0

3
G

O
:0

0
0

6
7

9
0

G
O

:0
0

1
6

0
5

3
G

O
:0

0
0

6
5

2
0

G
O

:0
0

0
6

0
8

2

Cluster 1

Cluster 2

Cluster 3

Cluster 4

Cluster 5

Cluster 6

Cluster 7

Cluster 8

G
O

:0
0

4
4

2
6

2
G

O
:0

0
4

4
2

6
4

Generic process


