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L1ASP DBTSS Consensus Sequence

L1PA2_SYT1 - ENST00000549671.5

L1PA2_SYT1 - PB.7586.1, PB.7586.5

L1PA3 - KYNU - PB.18572.40

L1 ASP Ref Query Sequence Mismatch InsertionL1 Family_GeneSymbol - Transcript ID
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p = 0.06789 p = 0.8291 p = 0.68269 p = 9e−05
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