[bookmark: _Hlk192250774]Additional File 2: HML-2 proviruses missing from the S1 File of Bendall et al. 2019
	Locus
	Coordinates in hg38
	First reported 
	Possible reason

	1p31.1(398)
	Chr1:73129298-73130265
	MacFarlande & Badge 2015
	Polymorphic HML-2 loci that exist as solo LTRs in the reference genome but have been found in their proviral form in the population

	10p12.1
	Chr10:26893470-26894437
	Barbulescu et al. 1999 
	

	12q13.2
	Chr12: 55333431-55334399
	Belshaw et al. 2005
	

	
	
	
	

	
	
	
	

	8q24.3(404)
	Chr8:144860784-144860789
	Wildschutte et al. 2016
	Polymorphic HML-2 loci that exist as pre-integration sites in the reference genome but have been found in their proviral form in the population

	19p12(242)
	Chr19: 22274442-22274446
	Wildschutte et al. 2016 

	

	Xq21.33
	ChrX:94351605-94351609
	Wildschutte et al. 2016
	

	
	
	
	

	HERV-K111 or K105 or K112
	centromeric regions mostly of Chr. 21 and 22 
(~78 to 3480 copies)
	Barbulescu et al. 1999, Contreras-Galindo et al. 2012
	Proviruses located in centromeric or pericentromeric regions

	HERV-K K222	
	pericentromeric regions mostly of Chr. 13, 14, 15 
(~8 to 80 copies)	
	Zahn et al. 2015
	

	HERV-K222/K111 (recombinant)
	pericentromeric regions mostly of Chr. 13, 14, 15 
	Zahn et al. 2015

	

	
	
	
	

	6p11.2
	Chr6:60654987-60660975
	Chabukswar et al. 2022
	None found

	12q24.11
	Chr12:110571520-110570038
	Medstrand & Mager 1998
	

	16p13.3
	Chr16:2926159-2927660
	Subramanian et al. 2011
	



