
      1 ATGTGGCGTGCAGCCTTCCTGTTATTGGCTGCCAGCTTGTCTGTGAGCCTGGCCAGACCC 
      1  M  W  R  A  A  F  L  L  L  A  A  S  L  S  V  S  L  A  R  P  
 
     61 CACCTCAAACCACTGTCCAATGAGATGGTCAACTACATCAATAAGTTTAACACTACCTGG 
     21  H  L  K  P  L  S  N  E  M  V  N  Y  I  N  K  F  N  T  T  W 
 
    121 AAGGCTGGTCACAACTTTCATAATGTCGACTACAGTTATGTCCAGAGACTCTGCGGTACG 
     41  K  A  G  H  N  F  H  N  V  D  Y  S  Y  V  Q  R  L  C  G  T 
 
    181 ATGCTGAAGGGACCTAAACTGCCCGTTATGGTTCAGTATGCTGGTGACCTGGAGCTTCCA 
     61  M  L  K  G  P  K  L  P  V  M  V  Q  Y  A  G  D  L  E  L  P  
 
    241 AAAGAGTTTGACTCCAGAGTGCAGTGGCCCAACTGTCCCACTCTGAAGGAGATCAGAGAC 
     81  K  E  F  D  S  R  V  Q  W  P  N  C  P  T  L  K  E  I  R  D  
 
    301 CAGGGCTCCTGTGGATCCTGCTGGGCGTTTGGTGCTGCAGAGGCCATCTCCGACCGTGTG 
    101  Q  G  S  C  G  S  C  W  A  F  G  A  A  E  A  I  S  D  R  V  
 
    361 TGTATCCACAGCAATGCCAAGGTCAGCGTGGAGATCTCCTCCGAGGATCTGTTGACATGC 
    121  C  I  H  S  N  A  K  V  S  V  E  I  S  S  E  D  L  L  T  C  
 
    421 TGTGACAGCTGTGGCATGGGATGTAATGGTGGCTACCCTTCAGCTGCCTGGGACTTCTGG 
    141  C  D  S  C  G  M  G  C  N  G  G  Y  P  S  A  A  W  D  F  W  
 
    481 ACCAAAGACGGGCTGGTCTCTGGAGGCCTCTATGATTCCCATGTCGGTTGTCGTCCCTAC 
    161  T  K  D  G  L  V  S  G  G  L  Y  D  S  H  V  G  C  R  P  Y  
 
    541 ACCATCGCCCCCTGCGAGCACCATGTGAATGGCAGTAGACCCCCTTGCACCGGAGAAGGT 
    181  T  I  A  P  C  E  H  H  V  N  G  S  R  P  P  C  T  G  E  G  
 
    601 GGAGAAACACCCCAGTGCATCTTCCAGTGTGAAGCTGGATACACACCAAGCTACAAACAA 
    201  G  E  T  P  Q  C  I  F  Q  C  E  A  G  Y  T  P  S  Y  K  Q  
 
    661 GACAAGCACTATGGTAAAACGTCTTACAGCGTGCTGTCGGATGAGGAGCAGATTCAGTAC 
    221  D  K  H  Y  G  K  T  S  Y  S  V  L  S  D  E  E  Q  I  Q  Y  
 
    721 GAGATATACAAGAATGGCCCAGTAGAGGGAGCCTTTATAGTCTATGAAGACTTTGTGCTG 
    241  E  I  Y  K  N  G  P  V  E  G  A  F  I  V  Y  E  D  F  V  L  
 
    781 TACAAGTCTGGTGTGTATCAGCATGTGTCTGGCTCTCAAGTTGGCGGCCATGCCATTAAG 
    261  Y  K  S  G  V  Y  Q  H  V  S  G  S  Q  V  G  G  H  A  I  K  
 
    841 ATCCTGGGCTGGGGGGAGGAGGCCGGTGTTCCCTACTGGCTCTGTGCCAACTCCTGGAAC 
    281  I  L  G  W  G  E  E  A  G  V  P  Y  W  L  C  A  N  S  W  N  
 
    901 ACGGACTGGGGTGATAACGGATTCTTTAAGTTCCTGCGTGGATCTGATCACTGTGGTATT 
    301  T  D  W  G  D  N  G  F  F  K  F  L  R  G  S  D  H  C  G  I  
 
    961 GAGTCTGAAATTGTGGCAGGAATTCCCAAGTAA 
    321  E  S  E  I  V  A  G  I  P  K  * 
  

Sup. Figure 1 

  

 

 



 
 
      1 ATGAGGAGCCTGGTCCTGTTCGTGTTCGCGGCGCTGGTTCTGACCACCGACGCGCTGGTT 
      1  M  R  S  L  V  L  F  V  F  A  A  L  V  L  T  T  D  A  L  V 
 
     61 CGAATTCCCTTAAAGAAATTCCGTTCCATCAGACGTGAGCTGACGGACTCGGGGAGGACC 
     21  R  I  P  L  K  K  F  R  S  I  R  R  E  L  T  D  S  G  R  T 
 
    121 GCAGAGGAGCTCCTGGCTGGCAAACACTCCACTAAGTACAACTTTGGCTTCCCCTCCAGC 
     41  A  E  E  L  L  A  G  K  H  S  T  K  Y  N  F  G  F  P  S  S 
 
    181 AATGCACCCACTCCAGAAACCCTGAAGAACTACCTTGACGCGCAGTATTACGGCGAGATC 
     61  N  A  P  T  P  E  T  L  K  N  Y  L  D  A  Q  Y  Y  G  E  I  
 
    241 GGCCTGGGGACTCCTCCTCAGCTCTTCACTGTGGTGTTTGATACGGGCTCCTCCAACCTG 
     81  G  L  G  T  P  P  Q  L  F  T  V  V  F  D  T  G  S  S  N  L  
 
    301 TGGGTGCCCTCCGTTCACTGCTCCCTCTTAGACATCGCCTGCTTGCTTCACCACAAATAT 
    101  W  V  P  S  V  H  C  S  L  L  D  I  A  C  L  L  H  H  K  Y  
 
    361 AATTCTGCCAAGTCCAGCACATACGTGAAGAACGGCACCGCCTTTGCAATCCAGTATGGA 
    121  N  S  A  K  S  S  T  Y  V  K  N  G  T  A  F  A  I  Q  Y  G  
 
    421 TCTGGCAGTCTGTCGGGCTACCTCAGTCAGGACACATGCACAATCGGAGACATCGCGGTG 
    141  S  G  S  L  S  G  Y  L  S  Q  D  T  C  T  I  G  D  I  A  V  
 
    481 GAAAAACAGCTTTTCGGAGAAGCCATCAAGCAGCCCGGTGTGACCTTCATCGCTGCCAAG 
    161  E  K  Q  L  F  G  E  A  I  K  Q  P  G  V  T  F  I  A  A  K  
 
    541 TTTGACGGCATCCTCGGCATGGCCTACCCACGCATCTCTGTGGACGGTGTGGCTCCCGTC 
    181  F  D  G  I  L  G  M  A  Y  P  R  I  S  V  D  G  V  A  P  V  
 
    601 TTTGACAACATCATGAGCCAGAAGAAGGTGGAGAAGAACGTCTTCTCCTTCTACCTGAAC 
    201  F  D  N  I  M  S  Q  K  K  V  E  K  N  V  F  S  F  Y  L  N  
 
    661 AGGAACCCCGACACCGAGCCCGGCGGTGAGCTGCTGCTCGGAGGGACTGACCCCAAATAC 
    221  R  N  P  D  T  E  P  G  G  E  L  L  L  G  G  T  D  P  K  Y  
 
    721 TACAGCGGAGACTTCAACTACGTCAACATCACCCGCCAGGCGTACTGGCAGATCCACATG 
    241  Y  S  G  D  F  N  Y  V  N  I  T  R  Q  A  Y  W  Q  I  H  M  
 
    781 GACGGGATGTCAGTGGGAACCCAGCTGAGTCTGTGTGGGAGCGGCTGTGAAGCCATCGTG 
    261  D  G  M  S  V  G  T  Q  L  S  L  C  G  S  G  C  E  A  I  V  
 
    841 GACACCGGGACGTCTCTGATCACCGGACCCTCAGCGGAGGTCAGGTCCCTGCAGAAAGCC 
    281  D  T  G  T  S  L  I  T  G  P  S  A  E  V  R  S  L  Q  K  A  
 
    901 ATCGGAGCCACTCCACTCATCCAGGGAGAGTACATGGTGAGCTGTGACAAAGTCCCGACG 
    301  I  G  A  T  P  L  I  Q  G  E  Y  M  V  S  C  D  K  V  P  T  
 
    961 CTGCCTGTCATCACCTTCAAAGTTGGCGGACAGTCTTACTCTCTGACCGGAGAGCAGTAC 
    321  L  P  V  I  T  F  K  V  G  G  Q  S  Y  S  L  T  G  E  Q  Y  
 
   1021 ATCCTCAAGGTGAGTCAGGCTGGAAAGACCATGTGTCTGAGCGGCTTCATGGGTCTGGAC 
    341  I  L  K  V  S  Q  A  G  K  T  M  C  L  S  G  F  M  G  L  D  
 
   1081 ATCCCCGCCCCCGCCGGGCCCCTGTGGATTCTGGGAGACGTCTTCATCGGCCAGTACTAC 
    361  I  P  A  P  A  G  P  L  W  I  L  G  D  V  F  I  G  Q  Y  Y 
 
   1141 ACCGTCTTCGATCGGGACAACAACCGGGTCGGCTTCGCCAAGTCTAAATAA 
    381  T  V  F  D  R  D  N  N  R  V  G  F  A  K  S  K  *  
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      3 GGTTTGAAGCTGAGTTTCTGGGAGAACGGACCGAAGCCCGGCCAGTTCTACTCTTTCCCC 
      1  G  L  K  L  S  F  W  E  N  G  P  K  P  G  Q  F  Y  S  F  P  
 
     63 GGCGGCAGCAGCAGCAGCGGGTCGGCAGCATCATGCGGGCCGGTCAGACACACACTGAAC 
     21  G  G  S  S  S  S  G  S  A  A  S  C  G  P  V  R  H  T  L  N  
 
    123 CCGATGGTCACAGGGACGTCGGTGCTCGGTGTGAAGTTCACCGGCGGCGTCATCATCGCG 
     41  P  M  V  T  G  T  S  V  L  G  V  K  F  T  G  G  V  I  I  A  
 
    183 GCGGACATGTTGGGCTCGTACGGCTCTCTGGCTCGCTTCAGGAACATCTCTCGTCTCATG 
     61  A  D  M  L  G  S  Y  G  S  L  A  R  F  R  N  I  S  R  L  M  
 
    243 AAGGTGAACGGTAACACCATCCTGGGAGCGTCCGGAGACTACGCCGACTACCAGTACCTC 
     81  K  V  N  G  N  T  I  L  G  A  S  G  D  Y  A  D  Y  Q  Y  L  
 
    303 AAACAGATCATCGAACAGATGGTTATCGACGAGGAGCTGCTGGGTGACGGTCACAGCTAC 
    101  K  Q  I  I  E  Q  M  V  I  D  E  E  L  L  G  D  G  H  S  Y  
 
    363 AGTCCCAAGGCGGTCCACTCCTGGCTCACCAGAGTCATGTACAACCGGCGCTGCAAGATG 
    121  S  P  K  A  V  H  S  W  L  T  R  V  M  Y  N  R  R  C  K  M  
 
    423 AATCCTCTGTGGAACACGGTGGTGATCGGAGGCTTCTACAACGGAGAGAGTTTCCTAGGT 
    141  N  P  L  W  N  T  V  V  I  G  G  F  Y  N  G  E  S  F  L  G  
 
    483 TACGTGGACAAGCTGGGCGTGGCCTATGAGGCGCCCACAGTGGCCACAGGCTTTGGAGCG 
    161  Y  V  D  K  L  G  V  A  Y  E  A  P  T  V  A  T  G  F  G  A  
 
    543 TACCTGGCTCAGCCTCTGATGAGGGAGGTGGTGGAGAACAAGGTGGAGATCACTAAGCAG 
    181  Y  L  A  Q  P  L  M  R  E  V  V  E  N  K  V  E  I  T  K  Q  
 
    603 GAGGCTCGGGAGCTAATCGAGCGCTGCCTCAAAGTGCTTTACTACAGAGACGCTCGCTCC 
    201  E  A  R  E  L  I  E  R  C  L  K  V  L  Y  Y  R  D  A  R  S 
 
    663 TACAACAGATACGAGATCGCCATCGTCACAGAGGAGGGCGTGGAGATCGTCGGTCCGCTG 
    221  Y  N  R  Y  E  I  A  I  V  T  E  E  G  V  E  I  V  G  P  L  
 
    723 TCTTCTGAGACCAACTGGGACATCGCTCACATGTCA 
    241  S  S  E  T  N  W  D  I  A  H  M  S  
  

Sup. Figure 3 

   

  

 

     

    

   



 
 
 
 
 
 
      1 ATGCAGATCTTTGTAAAGACCCTGACTGGGAAGACCATCACTTTGGAGGTGGAGCCAAGT 
      1  M  Q  I  F  V  K  T  L  T  G  K  T  I  T  L  E  V  E  P  S  
 
     61 GACACCATTGAAAATGTGAAGGCTAAGATCCAGGATAAGGAGGGCATCCCCCCAGACCAG 
     21  D  T  I  E  N  V  K  A  K  I  Q  D  K  E  G  I  P  P  D  Q  
 
    121 CAGCGTCTGATCTTCGCTGGAAAGCAGCTTGAAGATGGTCGCACCCTCTCCGACTACAAC 
     41  Q  R  L  I  F  A  G  K  Q  L  E  D  G  R  T  L  S  D  Y  N  
 
    181 ATCCAGAAGGAGTCCACCCTCCATCTTGTGCTGCGTCTGAGGGGAGGAATGCAGATCTTC 
     61  I  Q  K  E  S  T  L  H  L  V  L  R  L  R  G  G  M  Q  I  F  
 
    241 GTGAAGACCCTGACTGGCAAGACCATCACCTTGGAGGTGGAGCCAAGTGACACCATCGAG 
     81  V  K  T  L  T  G  K  T  I  T  L  E  V  E  P  S  D  T  I  E  
 
    301 AATGTGAAGGCTAAGATCCAGGATAAGGAGGGCATCCCCCCAGACCAGCAGCGTCTGATC 
    101  N  V  K  A  K  I  Q  D  K  E  G  I  P  P  D  Q  Q  R  L  I  
 
    361 TTCGCTGGCAAGCAGCTTGAAGATGGTCGCACCCTCTCCGACTACAATATCCAGAAGGAA 
    121  F  A  G  K  Q  L  E  D  G  R  T  L  S  D  Y  N  I  Q  K  E  
 
    421 TCCACTCTTCACCTGGTCTTGCGTCTGAGGGGAGGAATGCAGATCTTTGTGAAAACCCTG 
    141  S  T  L  H  L  V  L  R  L  R  G  G  M  Q  I  F  V  K  T  L  
 
    481 ACTGGCAAGACCATCACCCTGGAGGTGGAGCCAAGTGACACCATCGAGAACGTGAAGGCT 
    161  T  G  K  T  I  T  L  E  V  E  P  S  D  T  I  E  N  V  K  A  
 
    541 AAGATCCAGGATAAGGAGGGCATCCCCCCAGACCAGCAGCGTCTGATCTTCGCTGGCAAG 
    181  K  I  Q  D  K  E  G  I  P  P  D  Q  Q  R  L  I  F  A  G  K  
 
    601 CAGCTTGAAGATGGCCGCACCCTCTCCGACTACAACATCCAGAAGGAGTCCACCCTCCAT 
    201  Q  L  E  D  G  R  T  L  S  D  Y  N  I  Q  K  E  S  T  L  H  
 
    661 CTTGTGCTGCGCCTCAGGGGAGGAATGCAGATCTTCGTGAAGACCTTGACTGGCAAGACC 
    221  L  V  L  R  L  R  G  G  M  Q  I  F  V  K  T  L  T  G  K  T  
 
    721 ATTACCTTGGAGGTGGAGCCAAGTGACACCATCGAGAACGTGAAGGCTAAGATCCAGGAT 
    241  I  T  L  E  V  E  P  S  D  T  I  E  N  V  K  A  K  I  Q  D  
 
    781 AAGGAGGGCATCCCCCCAGACCAGCAGCGTCTGATCTTCGCTGGCAAGCAGCTTGAAGAT 
    261  K  E  G  I  P  P  D  Q  Q  R  L  I  F  A  G  K  Q  L  E  D  
 
    841 GGTCGCACCCTTTCCGACTACAACATCCAGAAGGAATCCACCCTCCATCTTGTGCTCCGT 
    281  G  R  T  L  S  D  Y  N  I  Q  K  E  S  T  L  H  L  V  L  R  
 
    901 CTGAGGGGAGGAAACTAA 
    301  L  R  G  G  N  * 
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