Additional file 2
Computation of IMPUTE2’s info metric [Marchini 2010 S3]

Suppose a marker M that contains two possible alleles: A and B. Moreover suppose that this marker has been imputed in a study panel consisting of S samples. We define pi,AA , pi,AB and pi,BB the posterior imputation probabilities for the three possible genotypes AA, AB and BB for sample i ∈ {1..S} 

The Imputation Allele Frequency (IAF) of marker M is defined as:



The IMPUTE2 imputation info score for marker M is defined as:
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