
[bookmark: _GoBack]Table S1:  The main protein counts of sequence similarity-based protein families (based on UniProt protein sets) between Chlorobium tepidum TLS (‘cct’) and Pelodictyon phaeoclathratiforme BU-1 (‘ppb’) that do not contain any proteins with functional annotation.
	Group*
	Total Proteins ⱡ 
	cct Proteins 
	ppb Proteins

	2
	14
	0
	14

	4
	8
	0
	8

	5
	8
	0
	8

	6
	7
	0
	7

	9
	7
	0
	7

	11
	7
	0
	7

	14
	6
	0
	6

	15
	6
	0
	6

	16
	6
	0
	6

	17
	6
	0
	6

	33
	4
	0
	4

	36
	4
	0
	4

	39
	4
	0
	4

	42
	4
	4
	0

	29
	4
	1
	3

	30
	4
	1
	3

	*The group number has been arbitrarily assigned by the OrthoMCL program. Groups are provided in an Additional File.
ⱡ Only family groups with 4 or more orthologous proteins were included.  



