



Table S1: 
	[bookmark: _Hlk511568483]
Superantigen and
 Toxins
	MRSAa
	MSSAb
	
Total Genes 
	
Total MRSA
	
Total MSSA
	
p.value

	
	agr typing
	agr typing
	
	
	
	

	
	I
	II
	III
	IV
	ND
	I
	II
	III
	IV
	ND
	
	
	
	

	SEA
	2
	3
	2
	0
	4
	1
	2
	1
	0
	2
	11
	7
	4
	p<0.05

	SEB
	1
	4
	1
	0
	1
	0
	2
	1
	0
	1
	9
	6
	3
	p<0.05

	SEC
	0
	1
	0
	0
	0
	0
	0
	0
	0
	0
	1
	1
	0
	p<0.05

	SED
	4
	2
	0
	2
	1
	1
	2
	0
	0
	0
	11
	8
	3
	p<0.05

	SEE
	1
	4
	0
	0
	1
	1
	5
	1
	0
	2
	12
	5
	7
	p<0.05

	SEl-G
	2
	0
	0
	0
	0
	0
	0
	0
	0
	0
	2
	2
	0
	p<0.05

	SEl-H
	1
	2
	0
	0
	2
	0
	1
	0
	0
	0
	4
	3
	1
	p<0.05

	SEI
	2
	2
	1
	0
	1
	0
	1
	0
	0
	0
	6
	5
	1
	p<0.05

	SEl-J
	2
	3
	1
	0
	1
	1
	3
	0
	0
	0
	10
	6
	4
	p<0.05

	SEl-K
	3
	3
	0
	0
	0
	0
	1
	0
	0
	0
	7
	6
	1
	p<0.05

	SEl-L
	2
	2
	0
	0
	0
	0
	2
	1
	3
	0
	9
	4
	5
	p<0.05

	SEl-M
	2
	5
	1
	1
	1
	0
	1
	0
	0
	0
	10
	9
	1
	p<0.05

	SEl-N
	1
	5
	0
	0
	3
	0
	1
	2
	0
	0
	9
	6
	3
	p<0.05

	SEl-O
	5
	7
	2
	0
	2
	0
	2
	1
	2
	1
	18
	14
	4
	p<0.05

	SEl-Q
	3
	9
	1
	3
	3
	0
	2
	0
	0
	0
	18
	16
	2
	p<0.05

	TSST-1
	1
	0
	0
	0
	0
	0
	0
	0
	0
	0
	1
	1
	0
	0

	etA
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0

	etB
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0

	lukS-PVL
	1
	1
	0
	0
	0
	0
	0
	0
	0
	0
	2
	2
	0
	0

	lukF-PV
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0

	lukE-lukD
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0

	edinA
	1
	0
	0
	0
	0
	0
	0
	0
	0
	0
	1
	1
	0
	0

	edinB
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0

	edinC
	0
	1
	0
	0
	0
	0
	0
	0
	0
	0
	1
	1
	0
	0
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Superantigen and
 Toxins
	MRSA
	MSSA
	
Total Genes 
	
Total MRSA
	
Total MSSA
	
p.value

	
	agr typing
	agr typing
	
	
	
	

	
	I
	II
	III
	IV
	ND
	I
	II
	III
	IV
	ND
	
	
	
	

	SEA
	4
	14
	3
	2
	3
	1
	2
	1
	0
	3
	27
	23
	4
	p<0.05

	SEB
	3
	5
	2
	0
	1
	2
	2
	1
	0
	4
	15
	10
	5
	p<0.05

	SEC
	5
	7
	2
	1
	4
	0
	2
	0
	0
	0
	17
	15
	2
	p<0.05

	SED
	5
	4
	2
	1
	1
	2
	2
	0
	0
	3
	16
	12
	4
	p<0.05

	SEE
	4
	9
	0
	0
	3
	1
	2
	0
	0
	0
	16
	13
	3
	p<0.05

	SEl-G
	7
	4
	0
	0
	0
	1
	3
	0
	1
	0
	16
	11
	5
	p<0.05

	SEl-H
	4
	1
	1
	0
	3
	1
	3
	1
	0
	2
	11
	6
	5
	0

	SEI
	6
	3
	0
	2
	4
	4
	1
	0
	0
	0
	16
	11
	5
	p<0.05

	SEl-J
	7
	2
	1
	0
	5
	1
	1
	0
	0
	0
	12
	10
	2
	p<0.05

	SEl-K
	9
	2
	1
	0
	0
	0
	2
	0
	0
	0
	14
	12
	2
	p<0.05

	SEl-L
	7
	4
	1
	0
	7
	0
	2
	0
	0
	0
	14
	12
	2
	p<0.05

	SEl-M
	7
	9
	1
	0
	1
	5
	1
	1
	0
	2
	24
	17
	7
	p<0.05

	SEl-N
	6
	3
	0
	1
	1
	3
	1
	1
	0
	3
	15
	10
	5
	p<0.05

	SEl-O
	7
	9
	1
	0
	6
	4
	1
	0
	0
	1
	22
	17
	5
	p<0.05

	SEl-Q
	8
	3
	2
	1
	3
	2
	0
	0
	0
	0
	16
	14
	2
	p<0.05

	TSST-1
	6
	2
	1
	0
	0
	1
	3
	0
	0
	1
	13
	9
	4
	p<0.05

	etA
	5
	2
	1
	0
	1
	2
	1
	0
	0
	0
	11
	8
	3
	p<0.05

	etB
	4
	3
	0
	1
	0
	1
	0
	0
	0
	0
	9
	8
	1
	0

	lukS-PVL
	1
	3
	0
	0
	1
	1
	2
	0
	0
	0
	7
	4
	3
	p<0.05

	lukF-PV
	1
	2
	0
	0
	2
	1
	2
	0
	0
	3
	6
	3
	3
	0

	lukE-lukD
	1
	4
	0
	0
	1
	0
	0
	0
	0
	0
	5
	5
	0
	0

	edinA
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0

	edinB
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0

	edinC
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0



