


Table S1. 

	References
	amplicon / product
size (bp)
	Primer sequences (5' to 3')
	Gene targets

	[1]
	72
	F: TGGGCCATAAACTTCAATCGC
R: ACGCCACCTACATGCAGATTT
	hla_haem

	[1]
	160
	F: TTTCKCCACTTACACCMCC
R: GGAACAGGATCAAAGCCACCT
	hla_yiD_epi

	[1]
	541
	F: TGGTGGCGTTGGTATTGTGA
R: ACCCCAAGATTTCACGGACC
	hlb_epi

	[1]
	444
	F: ATGGCAGCAGATATCATTTC
R: CGTGAGCTTGGGAGAGAC
	hld_epi

	[2]
	162
	F: TCCAGATTACAACTTCACCAGG
R: CCACTTCATATCTTGTAACG
	mec A


















Table S2. 

	
	mecA gene(n=50)
	
	

	Total
n(%)
	S. saprophyticus(n=2)
	S. haemolyticus(n=22)
	S. epidermidis(n=26)
	
	Types of hemolysins

	45(90)
	2
	21
	24
	
	hla

	30(60)
	0
	14
	16
	
	hla_yid

	24(48)
	0
	8
	14
	
	hlb

	29(58)
	2
	6
	20
	
	hld
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