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Table 1. Overall diversity statistics for Desmophyllum pertusum samples (n= 57) across 3,191 loci. HO = mean observed heterozygosity, HE = expected heterozygosity or within population gene diversity, Ht = overall gene diversity, Fis = inbreeding coefficient, and FST = fixation index
	HO
	HE
	Ht
	Fis
	FST

	0.050
	0.183
	0.192
	0.726
	0.042





