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[bookmark: _GoBack]Additional file 1: Figure S1. The quality control of the DNA methylation of old DNA samples. YFS1986 samples (young adults) were collected 30 years ago and the methylation profiling was performed in different facility than others. To ensure that these samples did not include technical biases we compared the mean methylation of X chromosome in YFS1986 (X-axis) and YFS2011 (Y-axis) follow-up samples. These two cohorts cannot be distinguished from the plot and only gender stands out, as expected in the case of DNA methylation.
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