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Table S1: Sequence of DNMT3B siRNA
	DNMT3B siRNA
	Sequence

	siRNA 1
	Sense strand, 5’-AGAUGACGGAUGCCUAGAGUUCCU GUCUC A-3’

	
	Anti-sense strand, 5’-GCUCUAGGCAUCCGUCAUCUUU CCUGUCUC -3’

	siRNA 2
	Sense strand, 5’- UCUGUCCGUUCACAUGUGUUU-3’

	
	Anti-sense strand, 5’-GUACACAUGUGAACGGACAGAUU-3’



Table S2: Primers of miR-29c and DNMT3B
	Gene name
	Primer sequence

	
miR-29c
	Forward: 5’-CTGACCTTAGCACCATTTGAAATC-3’

	
	Reverse: 5’-TATCGTTGTACTCCACTCCTTGAC-3’

	
DNMT3B
	Forward: 5’-AGGGAAGACTCGATCCTCGTC-3’

	
	Reverse: 5’-GTGTGTAGCTTAGCAGACTGG-3’



Table S3: Primers of TIMP3 for methylation specific PCR and unmethylation PCR
	Primer type
	Primer sequence

	M primer 
	Forward: 5’-TCGAGAGATAGAAATATTTTTACGA-3’

	
	Reverse: 5’-TAACATTAAAACAACAAAAACCGAA-3’

	U primer
	Forward: 5’-TTGAGAGATAGAAATATTTTTATGA-3’

	
	Reverse: 5’-TAACATTAAAACAACAAAAACCAAA-3’
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Figure S1. Quantification of protein expression level of DNMT3B in human breast cancer tissues and the paired adjacent non-tumor tissues. Data were presented as mean ± SD, n = 8, *P < 0.05.
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Figure S2. Migration and invasion of cells.
[bookmark: _Hlk512606409][bookmark: _Hlk512614727]A: Quantification of migration number of MCF-7 Cntl and MCF-7 transfected with anti-miR-29c, MDA-MB-231 Cntl and MDA-MB-231 transfected with mimic-miR-29c, MDA-MB-436 Cntl and MDA-MB-436 transfected with mimic-miR-29c. B. Quantification of invasion number of MCF-7 Cntl and MCF-7 transfected with anti-miR-29c, MDA-MB-231 Cntl and MDA-MB-231 transfected with mimic-miR-29c, MDA-MB-436 Cntl and MDA-MB-436 transfected with mimic-miR-29c. Data are presented as mean ± SD. from three independent experiments, and every experiment was repeated three times, *P < 0.05.




[bookmark: _Hlk512930220][bookmark: _Hlk512609068][bookmark: _Hlk481274556][bookmark: OLE_LINK14]Figure S3. miR-29c inhibited proliferation, migration and invasion, colony formation and growth in 3D Matrigel of MDA-MB-436 cells. A. CCK8 proliferation assays of MDA-MB-436 cells after overexpression of miR-29c. B. Migration and invasion assays of MDA-MB-436 cells after overexpression of miR-29c. C. Soft agar colony formation assays in MDA-MB-436 cells after overexpression of miR-29c. D. 3D Matrigel culture of MDA-MB-436 cells after overexpression of miR-29c. Data are presented as mean ± SD. from three independent experiments, and every experiment was repeated three times. 
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[bookmark: OLE_LINK1][bookmark: OLE_LINK2]Figure S4. DNMT3B promoted migration, invasion, colony formation and growth in 3D Matrigel of MDA-MB-231 miR-29c cells. A. Migration and invasion assays of MDA-MB-231 miR-29c cells after the overexpression of DNMT3B. B. Soft agar colony formation assays in MDA-MB-231 miR-29c cells after the overexpression of DNMT3B. C. 3D Matrigel culture of MDA-MB-231 miR-29c cells after the overexpression of DNMT3B. Data are presented as mean ± SD. from three independent experiments, and every experiment was repeated three times.
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Figure S5. Colony formation of cells
Quantification of colony formation of MCF-7 Cntl and MCF-7 transfected with anti-miR-29c, MDA-MB-231 Cntl and MDA-MB-231 transfected with mimic-miR-29c, MDA-MB-436 Cntl and MDA-MB-436 transfected with mimic-miR-29c. Data are presented as mean ± SD. from three independent experiments, and every experiment was repeated three times, *P < 0.05.
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Figure S6. miR-29c reduced luciferase activity of wild type 3’ UTR of DNMT3B-luciferase reporter, and not the mutant type 3’ UTR of DNMT3B reporter in MCF-7 cells. Data are presented as mean ± SD. from three independent experiments, ***P < 0.001.
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Figure S7.  Expression of DNMT3B, TIMP3, STAT1 and FOXO1. 
Quantification of protein expression of DNMT3B, TIMP3,STAT1 and FOXO1 in MCF-7 Cntl and MCF-7 transfected with anti-miR-29c, MDA-MB-231 Cntl and MDA-MB-231 transfected with mimic-miR-29c. Data are presented as mean ± SD. from three independent experiments, and every experiment was repeated three times, *P < 0.05.
[image: D:\0.工作\16. miRNA-DNMT3B\4. cancer\原图\S-FIGURE\Layout 2.tif]
Figure S8.  Migration and invasion of cells. A. Quantification of migration number of MDA-MB-231 Cntl and MDA-MB-231 transfected with DNMT3B siRNA 1. B. Quantification of invasion number of MDA-MB-231 Cntl and MDA-MB-231 transfected with DNMT3B siRNA 1. C. Quantification of migration number of MDA-MB-231 Cntl and MDA-MB-436transfected with DNMT3B siRNA 1. D. Quantification of invasion number of MDA-MB-436 Cntl and MDA-MB-436 transfected with DNMT3B siRNA1. Data are presented as mean ± SD. from three independent experiments, and every experiment was repeated three times, *P < 0.05.
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