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	Imprinted genes
	N group
	
	O group

	
	Mean
	SD
	RSD (%)
	
	Mean
	SD
	RSD (%)

	H19/IGF2-CTCF3
	85.4
	2.7
	3.2
	
	84.2
	2.5
	3.1

	H19/IGF2-CTCF6  
	91.7
	2.7
	2.9
	
	89.2
	4.6
	5.2

	IGF2 DMR0
	96.6
	6.9
	0.8
	
	96.9
	2.4
	2.5

	IGF2 DMR2
	92.2
	1.7
	1.9
	
	90.1
	4.2
	4.6

	MEG3/DLK1
	88.6
	2.6
	2.9
	
	86.2
	4.5
	5.2

	KCNQ1OT1
	4.5
	2.1
	45.5
	
	6.0
	4.0
	66.6

	SNURF  
	4.1
	1.7
	40.8
	
	6.5
	4.8
	74.6


N: Normozoospermic control group,  O: Oligozoospermic control group, SD: Standard Deviation




