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Figure S1. H3K4me3 distribution at the promoter of inactive genes in the archival
IBC sample. Snapshots of ChIP-Seq data from UCSC Genome Browser showing the
absence of H3K4me3 enrichments in both standard PAT-ChIP (Std) and EPAT-ChIP
(LRC) samples at promoters of the inactive genes HAPLN1 (a) and COL2A1 (b). CpG
islands are reported as green bars and Ref-Seq genes are indicated in blue.



