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	Additional File 3. Characteristics of the groups based on FADS2 genotype.
	 

	 
	 
	 
	 
	 
	 
	 
	 
	 
	 
	 

	 
	FADS2 genotype

	 
	AA (n=20)
	AG (n=41)
	GG (n=27)
	p-value

	 
	 
	 
	 
	 

	Age (y)
	47.4
	±
	7.6
	49.5
	±
	7.7
	50.8
	±
	8.1
	0.340

	BMI (kg/m2)
	43.9
	±
	6.1
	43.5
	±
	6.5
	41.4
	±
	3.8
	0.217

	ALT (U/l)
	38.7
	±
	18.0
	40.9
	±
	26.3
	58.6
	±
	50.4
	0.130

	Fasting glucose (mmol/l)
	6.4
	±
	1.2
	6.7
	±
	2.3
	6.4
	±
	2.3
	0.598

	Fasting insulin (U/l)
	19.9
	±
	11.2
	19.1
	±
	16.7
	18.3
	±
	10.0
	0.695

	Total cholesterol (mmol/l)
	4.4
	±
	1.0
	4.1
	±
	1.0
	4.2
	±
	0.7
	0.612

	HDL cholesterol (mmol/l)
	0.9
	±
	0.2
	1.0
	±
	0.2
	1.1
	±
	0.3
	0.080

	LDL cholesterol (mmol/l)
	2.7
	±
	0.9
	2.3
	±
	0.9
	2.4
	±
	0.6
	0.347

	Triglycerides (mmol/l)
	1.7
	±
	0.4
	1.7
	±
	0.7
	1.6
	±
	0.7
	0.428

	Data presented as mean±SD.
	 
	 
	 
	 
	 
	 
	 
	 
	 
	 

	Statistical significance calculated with ANOVA or Welch ANOVA.
	 
	 
	 



