[bookmark: _GoBack]Table S3. The frequency of methylation of the three genes in tissue and plasma samples according to the status of MSI/EBV

	Genetic hypermethylation
	
	Tissue samples
n=137
	
	Plasma samples
n=104

	
	
	MSI/EBV
+/-
n=12
	EBV/MSI
+/-
n=26
	MSI/EBV
-/-
n=99
	P value
	
	MSI/EBV
+/-
n=8
	EBV/MSI
+/-
n=21
	MSI/EBV
-/-
n=75
	P value

	ADAM19 hypermethylation
	
	5 (41.7)
	12 (46.2)
	41 (41.4)
	0.909
	
	3 (37.5)
	8 (38.1)
	30 (40.0)
	0.981

	FLI1 hypermethylation
	
	5 (41.7)
	17 (65.4)
	33 (33.3)
	0.012
	
	4 (50.0)
	15 (71.4)
	26 (34.7)
	0.010

	MSC hypermethylation
	
	7 (58.3)
	14 (53.8)
	56 (56.6)
	0.958
	
	4 (50.0)
	9 (42.9)
	40 (53.3)
	0.696


MSI: microsatellite instability; EBV: Epstein-Barr virus

