Supplementary Figure 1A
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Protein-protein interactions of the up-regulated proteins in HCM versus control hearts using the
proteomics data. Each node represents one protein, proteins involved in enriched extracellular
matrix organization are shown in red nodes and proteins involved in enriched muscle structure
development are shown in the blue nodes.



Supplementary Figure 1B
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Protein-protein interactions of the down-regulated proteins in HCM versus control hearts using
the proteomics data. Each node represents one protein, proteins involved in enriched small
molecular metabolism are shown in red nodes and proteins involved in enriched ATP metabolic
process are shown in the blue nodes.



