Supplementary Figure S2
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A :
and not gene loss/deletion
100%
2
[
k9]
©
o
kS
2 50%
S
h=
o
Q
o
[
o/ - II I | III II| I |
OA) T T T T T T T T T T T T
8 § o & & ¥ g E & §¥ § 8
c 2z &§ F & 5 £E F & a g 9
T3 SRR S s F
O x g
S =
B Patients with evidence of gene hypermethylation
and not gene loss/deletion in at least one target
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