Table S2. Associations between maternal methyl nutrient intake or blood levels and IGF2 DMR0 CpG sites DNA methylation in the placenta and cord blood
	
	CpG1
	CpG2
	CpG3
	CpG4
	CpG5
	CpG6-7
	CpG8

	
	r (p)
	r (p)
	r (p)
	r (p)
	r (p)
	r (p)
	r (p)

	Placenta
	
	
	
	
	
	
	

	Choline intake
	0.035 (0.80)
	0.22 (0.12)
	-0.06 (0.72)
	-0.033 (0.83)
	-0.14 (0.23)
	0.012 (0.84)
	-0.018 (0.96)

	Betaine intake
	0.24 (0.21)
	-0.017 (0.84)
	-0.19 (0.4)
	-0.061 (0.94)
	0.16 (0.25)
	-0.12 (0.54)
	-0.08 (0.63)

	Vitamin B12 intake 
	0.44 (0.002)
	0.12 (0.63)
	0.31 (0.046)
	0.18 (0.48)
	0.083 (0.95)
	0.22(0.01)
	-0.041 (0.73)

	Folate intake
	-0.24 (0.12)
	-0.13 (0.48)
	-0.058 (0.73)
	-0.041 (0.71)
	0.18 (0.24)
	-0.033 (0.85)
	-0.091 (0.83)

	Dietary methylation score
	0.051 (0.69)
	0.068 (0.63)
	-0.002 (0.98)
	-0.043 (0.65)
	0.12 (0.56)
	0.069 (0.56)
	-0.13 (0.33)

	Maternal plasma choline 
	0.086 (0.42)
	0.026 (0.66)
	-0.041 (0.54)
	0.10 (0.40)
	0.052 (0.65)
	0.10 (0.32)
	-0.11 (0.53)

	Maternal plasma betaine
	0.14 (0.32)
	0.11 (0.51)
	-0.20 (0.22)
	0.21 (0.15)
	0.24 (0.11)
	0.32 (0.028)
	0.047 (0.87)

	Maternal serum holotranscobalamin
	0.026 (0.78)
	0.18 (0.19)
	-0.14 (0.57)
	-0.037 (0.88)
	0.20 (0.25)
	-0.028 (0.93)
	0.018 (0.54)

	Maternal serum folate
	-0.026 (0.89)
	-0.20 (0.21)
	0.078 (0.63)
	-0.16 (0.21)
	-0.37 (0.01)
	-0.027 (0.91)
	-0.21 (0.014)

	Maternal plasma homocysteine
	0.15 (0.39)
	0.16 (0.18)
	-0.087 (0.59)
	0.003 (0.90)
	0.23 (0.086)
	0.055 (0.61)
	0.049 (0.44)

	Cord
	
	
	
	
	
	
	

	Choline intake
	0.077 (0.71)
	0.38 (0.007)
	0.035 (0.82)
	0.12 (0.41）
	
	0.16 (0.30)
	-0.093 (0.56）

	Betaine intake
	-0.10 (0.37)
	-0.16 (0.34)
	0.037 (0.99)
	-0.30 (0.013)
	
	-0.20 (0.25)
	-0.26 (0.038)

	Vitamin B12 intake 
	0.32 (0.038)
	0.097 (0.51)
	-0.12 (0.83)
	-0.033 (0.56)
	
	0.16 (0.042)
	-0.21 (0.56)

	Folate intake
	-0.044 (0.73)
	-0.061 (0.91)
	-0.16 (0.55)
	-0.024 (0.84)
	
	-0.19 (0.27)
	-0.17 (0.39)

	Dietary methylation score
	0.045 (0.80)
	0.11 (0.39)
	0.028 (0.69)
	-0.015 (0.86)
	
	0.026 (0.78)
	-0.21 (0.21)

	Maternal plasma choline 
	0.01 (0.63)
	0.025 (0.99)
	0.13 (0.44)
	-0.013 (0.95)
	
	0.31 (0.001)
	0.046 (0.97)

	Maternal plasma betaine
	0.077 (0.56)
	0.027 (0.86)
	-0.24 (0.14)
	-0.17 (0.22)
	
	0.15 (0.42)
	-0.23 (0.11)

	Maternal serum holotranscobalamin
	0.27 (0.072)
	0.24 (0.11)
	0.014 (0.94)
	-0.094 (0.55)
	
	-0.029 (0.73)
	-0.20 (0.11)

	Maternal serum folate
	-0.056 (0.88)
	-0.15 (0.31)
	0.13 (0.50)
	0.091 (0.56)
	
	0.18 (0.34)
	0.12 (0.47)

	Maternal plasma homocysteine
	0.22 (0.58)
	0.29 (0.14)
	0.14 (0.19)
	-0.039 (0.72)
	
	0.007 (0.83)
	-0.17 (0.27)


[bookmark: _GoBack]n = 21 for the GDM group and n = 26 for the non-GDM group. Analyzed with generalized linear model adjusted for GDM status, GDM × nutrient intake/blood status interaction, total energy intake, and fetal covariates including sex of neonate, gestational age at birth, and mode of delivery. The correlation coefficient (r) was calculated using partial correlation controlling for the variables mentioned above. DMR0: differentially methylated region 0; IGF2: insulin-like growth factor 2.
