Supplementary materials


[bookmark: _GoBack]
Supplementary Fig. S1 CNV levels of KDM4B were detected between MGMT methylated and unmethylated statuses.


Supplementary Fig. S2 Effect of KDM4B knockdow on GBM cell growth, proliferation, migration and invasion. (A-B) The qPCR and Western blots were used to detect KDM4B expression in knockdown cells. (C) Relative cell number was measured by phase contrast image analysis after knocking down KDM4B. (D) The BrdU-positive cell percent was measured by BrdU incorporation assays after knocking down KDM4B. (E) Relative colony number was measured by plate clone formation assay after knocking down KDM4B. (F) The migration ability of KDM4B-knockdown GBM cells was measured by the wound healing test. 


[image: ]
Supplementary Fig. S3 Effect of KDM4B knockdow on GBM cell cycle. (A) Percentage of indicated U87-MG and LN229 cells in different phase of Fig.4A. (B) Correlation analysis of CDK1 with KDM4B was performed through the GEPIA database.




[bookmark: _Hlk124264818]Supplementary Fig. S4 Relative colony number was measured by plate clone formation assay after restoration of wild-type KDM4B or mutant KDM4B.



Supplementary Fig. S5 Relative colony number was measured by plate clone formation assay after miR-181d-5p was transfected.
image3.png
>

Percentage of cells

F -] ©
(=) =1 =1

N
(=]

*

us7-MG
== shGFP
shKDM4B

LN229

o 80 == ShGFP

8 ShKDM4B
k]

° -

g 40

c

g -
£ 20

o

o
|__J

T
G0/G1

G0/G1 S G2/Mm

p-value = 2:6e-06,
R=10.36 *

¢

i

log2(CDK1 TPM)
3 4

2

1 2 3 4 5
log2(KDM4B TPM)




image4.jpeg
- -
o a
| |

elative colony numbers
o
(3]
1

x 0.0—
shKDM4B
KDM4B
KDM4B A JmjC

F*kk

ns
Kk
k%
p— -
I I
+ + -
— + —

LN229

¢ 1.5+ -

('] dekek

2 ns

S Hekk

=] Fkk

<€ 1.0

>

(=

o

[}

© 0.5

< —_

2

-

I

& 0.0 ;
shKDM4B -— + +

KDM4B -— - +

KDM4B A JmjC




image5.jpeg
-
an
|

-
o
1

o
il

Relative colony numbers
e
e

shKDM4B
miR-181d-5p

U87-MG

*%

ns

o -
(3] (3,
1 |

elative colony numbers
—
o
|

e 0.0

shKDM4B
miR-181d-5p

LN229

*%

*kk

ns





image1.jpeg
KDM4B (TCGA Dataset)

ok
.

\..‘3 8 '0 8(

.
L

MGMT MGMT
Methylated Unmethylated
Status





image2.jpeg
A B
Us87-MG LN229
c c
A
.g 1.5+ .g 1.5- ‘w@’% \‘\b‘g’g”
g *k g XX GQ? \(\0 *0
§1 . Fekek . § fadad . 9‘(\ 9‘(\ 9‘\
0 1.0+ o 1.0
o m=shGFP o = ShGFP KDM4B| &= |U87_MG
2 shKDM4B#1 2 shKDM4B#1 o-Tubulin e o~ |
i) mm shKDM4B#2 s mm shKDM4B#2
©0.5- - ® 0.5 — =
@ 0 == _ : LN229
= s A-TUDUTIN | e s— —
Co.0- S 0.0
c D 50+ uUs7-MG 504 LN229
mmshGFP » Fekek » Kok
1.5+ shKDM4B#1 % Kk =
® w= ShKDM4B#2 3 401 R 8
[ —_— *kk @ o
= F% Kk E E
€ 10- ns — " _ns % 307 2
c o o
= o o
8 2 201 2
] E T 15
.2 0.5
k] T ‘S 104 5
: = = S
0.0 0
.0- T T < A 4
US7-MG LN229 MO &0""
° A% Y
o o
E F
Us7-MG LN229 50— uUs87-MG — LN229
Q 1.5 7 -1 :\;
g Fkk ok :
g LiLs Fedkk .‘Ig 40— ]
1]
= = il s 230 .
s E -
8 G 20 -
023 0.5 — — q>, 1,;:
E —T— ﬁ 10+ m
& — E,
00 , _ am ¢ | |
A 1A A A
o ¥ Rl oA Rl &9’9?3‘ o Rl b‘g’f?g’ o b‘g’f?f\ b‘g’f?a’
o AN \ \ N QW W AN AW
W& & AN Y NANERYAY VALY
&0 o0 o &0 o o o




