Additional file 1. Data extraction form.
	Title
	
	

	Authors
	
	

	Date of publication
	
	

	Journal
	
	

	Information on population
	
	

	
	Endometriosis
	Control
	

	Age
	
	
	Mean ± sd (or min-max if not available)

	Cycle phase
	
	
	

	History of pathology
	
	
	

	Hormonal or medical treatment
	
	
	

	Type of endometriotic lesion
	
	
	

	Fertility status
	
	
	

	Diagnostic technique
	
	
	

	Disease stage
	
	
	

	Sample size
	
	n Endometriosis =
n Control=

	Validation cohort
	
	

	Groups compared
	
	

	Tissue
	
	

	Regions analyzed
	
	chr:coordinates (genome assembly)

	DNA methylation technique
	
	

	Statistical threshold
	
	

	Data/results
	
	For EWAS : CpG ID, beta-values and M-values for each sample
For targeted gene studies : hypo- or hyper-methylation



