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sgRNA GUUUCUUCUUCAAGGUCUCA
GLYATL1 tttcagAGTTTCTTCTTCAAGGTCTICAAGGTCTGAAGCATCCCACAGAATGATCCTA. . .GAGTCCCTGAAGgtcagg. . .cgtttggtttttccatcaatgagatgggaataac
parental tttcagAGTTTCTTCTTCAAGGTCTICAAGGTCTGAAGCATCCCACAGAATGATCCTA. . .GAGTCCCTGAAGgtcagg. . .cgtttggtttttccatcaatgagatgggaataac
LTED tttcagAGTTTCTTCTTCAAGGTCTICAAGGTCTGAAGCATCCCACAGAATGATCCTA. . .GAGTCCCTGAAGgtcagg. . .cgtttggtttttccatcaatgagatgggaataac
KO Allele A tttcagAGTTTCTTCTTCAAGGTC -~~~ —|- ===~ ==—=—=———————————————— fe T T fe T T tcaatgagatgggaataac
KO Allele B tttcagAGTT-———————————————-———— TCTGAAGCATCCCACAGAATGATCCTA. . .GAGTCCCTGAAGgtcagg...cgtttggtttttccatcaatgagatgggaataac
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