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Fig S1. Kaplan–Meier survival curves comparing overall survival (OS) of patients stratified by gene expression levels (high vs. low) of METTL3 (left), YTHDF2 (middle), and ELAVL1 (right).
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Figure S2. Survival curves of 162 CRC patients from the GSE87211 dataset. CRC patients were divided into high and / or low level of METTL3 or PRMT5 according to their mean expression values.
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[bookmark: OLE_LINK2]Figure S3. Knockdown of METTL3 significantly reduces its mRNA expression in colorectal cancer cell lines. Relative METTL3 mRNA expression was analyzed by qRT-PCR in HCT116 (left) and HT29 (right) cells transfected with either non-targeting control siRNA (si-NC) or METTL3 siRNA (si-METTL3). Data are shown as fold change relative to si-NC, with mean ± SD (n = 3). *P < 0.05, Student’s t-test.
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Fig S4. The cell viability of HCT116 and HT29 cells treated with increasing concentration of STM2457 or GSK591 was determined by CCK-8 assay. Data are presented as the mean ± SD of three independent experiments.
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