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Supplementary Figure 1. QQ plot, and Manhattan plot of EWAS results after BACON correction. a. QQ
plot showing the distribution of observed versus expected p-values and genomic inflation (lambda
value). b. Manhattan plot illustrating EWAS results, with probes surpassing the FDR threshold (p<0.05)
highlighted in red.
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Supplementary Figure 2. Comparison of CpG significance before and after BACON correction. Scatter
plot showing the -log10 false discovery rate (FDR) values for the top 19 CpG sites identified in the EWAS,
comparing original results (x-axis) with BACON-adjusted results (y-axis). Each point represents one CpG
site. The strong Spearman correlation (p = 0.805) indicates preservation of CpG ranking after correction.




