[bookmark: _GoBack]For each participant, a pairwise longitudinal registration was computed between the baseline and follow-up anatomical MRI resulting in a mid-point average anatomical MRI image (anatomical MRI average) and the Jacobians. The Jacobian rates were computed by differences between the Jacobian determinants, divided by the time interval between the two scans, and reflect a rate of change between baseline and follow-up MRI scans. Values of Jacobian rates less than zero indicate contraction (over time), whereas values greater than zero indicate expansion [1]. The anatomical MRI average was segmented into grey matter, white matter and cerebrospinal fluid. The resulting grey matter segment (reflecting an average grey matter density probability map) was then (i) multiplied by the Jacobian rates resulting in the grey matter change map (reflecting a map of grey matter probability changes between baseline and follow-up); and (ii) normalized to the DARTEL template (Diffeomorphic Anatomical Registration through Exponentiated Lie Algebra; the Template was obtained from healthy volunteers and patients from IMAP+); the resulting deformation field was then applied to the grey matter change map. The normalized grey matter change map, smoothed with an 8mm full-width at half-maximum isotropic Gaussian kernel, was used as a reflect of atrophy propagation progression (i.e. atrophy rate maps) over the follow-up period for each subject [2].
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