Additional file 1: Table S1.  Positions and sequences of primers used for the EpiTYPER assay to analyze DNA methylation of TSLP locus.

	Assay
	Position 
	Direction
	Sequence (5’ to 3’)

	1
	-363 to -102
	Reverse
	aggaagagagTAGTGTTGTTGGTTTTTTTTAGGGA

	
	
	Forward
	cagtaatacgactcactatagggagaaggctAACCCCAACAAATAATACCCCT

	2
	-125 to +63
	Reverse
	aggaagagagTTAGGGTTGAGTAGAGTAAGGAAGAATTA

	
	
	Forward
	cagtaatacgactcactatagggagaaggctTTAAAAACACCACCTACTAAAATCC


Lower case denotes sequence tags necessary for the EpiTYPER protocol.

Additional file 1: FIGURE S1.  Schematic representation of the human TSLP locus on UCSC Genome Browser (hg19).
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