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Table S1
[bookmark: OLE_LINK1][bookmark: OLE_LINK2]Table S1 Primers used for quantitative real-time PCR (qRT-PCR) analysis
	Genes
	Forward Primer (5’-3’)
	Reverse Primer (5’-3’)

	PDGFA
	TCCGTAGGGAGTGAGGATTCTT
	AATGACCGTCCTGGTCTTGC

	FGF1
	CAGTGGATGGGACAAGGGAC
	GGTGTTGAGCCGTATAAAAGCC

	FGF2
	CAATTCCCATGTGCTGTGAC 
	ACCTTGACCTCTCAGCCTCA

	FGFR1
	GGCAGTGACACCACCTACTT
	GCTACGGGCATACGGTTTG

	COL1A1
	CACTGGTGATGCTGGTCCTG
	CGAGGTCACGGTCACGAAC

	COL1A2
	CAGCCGGAGATAGAGGACCA
	CAGCAAAGTTCCCACCGAGA

	BCL2L1
	TTCAGTGACCTGACATCCCA
	CTGCTGCATTGTTCCCATAG

	GSK3β
	GACTAAGGTCTTCCGACCCC
	TTAGCATCTGACGCTGCTGT

	PTEN
	CAAGATGATGTTTGAAACTATTCCAATG
	CCTTTAGCTGGCAGACCACAA

	VCAM1
	TGGGAAAAACAGAAAAGAGGTG
	GTCTCCAATCTGAGCAGCAA

	FGF11
	GCGGCACCAAGTCCCTTT
	TTTGAGCTGAGGCTCCGG

	IL6
	AGTTCCTGCAGAAAAAGGCAAAG
	AAAGCTGCGCAGAATGAGAT

	SLC2A1
	TCACTGTCGTGTCGCTGTTT
	ACGATGAACCATGGGATGGG

	ITGA7
	CCTCTTCGGCTTCTCTGTGG
	GCATATCAGCTCCCTGGTCG

	LAMA1
	AATGGTGCTGGCAGGATAAC
	CCAGGACAGGAATGAAGGAA

	ETNK1
	CTGCGTGCTTACCTTGAAGC
	ACGAACAATTGCATACCCAAGG

	TLR4
	CGATTCCATTGCTTCTTG
	GCTCAGGTCCAGGTTCTT

	DKK1
	ATTCCAACGCTATCAAGAACC
	CCAAGGTGCTATGATCATTACC

	NKTR
	ACAGTCGATCCAGGTCCTAC
	GGCTCCGGTGATGAGAGTAA

	GAPDH
	ATCCCATCACCATCTTCC
	GAGTCCTTCCACGATACCA






Fig. S1
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Fig. S1 Characterization of hiPS-MSCs: (A) Flow cytometry analysis of the cell surface markers in hiPS-MSCs. (B) The qRT-PCR results for OCN, Sox9, and LPL after 7 days in culture with osteo-, chondro-, and adipogenic mediun. (ANOVA, *p < 0.05 compared with the control group)

Fig. S2
[image: C:\Users\hong\Desktop\AMI\S2.tif]
[bookmark: OLE_LINK44][bookmark: OLE_LINK33][bookmark: OLE_LINK35]Fig. S2 Validation of mRNA profiles using qRT-PCR on the same sample set of microarray study. Ten differentially expressed genes were randomly selected from the microarray data sets for qRT-PCR analysis. (ANOVA, *p < 0.05 compared with the control group)
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