Supplementary Figure Legends

Supplementary Figure S1. Karyotypes of the iPSC lines. Karyotypes of (A) the 3
WT-iPSC lines and (B) the 3 TS-iPSC lines.

Supplementary Figure S2. Correlation analyses of mRNA, IncRNA and circRNA
expression profiles among the samples. (A) principal component analysis (PCA) and
(B) Pearson correlation coefficient (PCC) analysis of mRNA expression profiles among
the samples of WT-iPSC, WT-CM, TS-iPSC and TS-CM groups. (C) PCA and (D) PCC
analyses of IncRNA expression profiles among the samples. (E) PCA and (F) PCC

analyses of circRNA expression profiles among the samples.
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Supplementary Figure S2.
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