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Figure S4. Characterization of ROs at different stages. (A). Representative immunofluorescence staining images of Müller glial cells in the control-1 and patient-1 iPSC-derived ROs at day 260 with GS and SOX9 antibodies. Scale bar, 20 µm. (B). Quantification of SOX9 positive cell density in control-1 and patient-1 iPSC-derived ROs at day 260. (C). Quantification of relative fluorescence intensity of GS in the control-1 and patient-1 iPSC-derived ROs at day 260. (D). Representative immunofluorescence staining images of PKCɑ-positive rod bipolar cells and Go(ɑ)-positive ON bipolar cells in control-1 and patient-1 iPSC-derived ROs at day 260. Scale bar, 20 µm. (E). Quantification of PKCɑ and Go(ɑ) positive cell density in the control-1 and patient-1 iPSC-derived ROs at day 260. (F). Full-scale image of ROs with Rho staining at day 260. Scale bar, 100 µm. (G). Staining images of ROs with Caspase-3 at day 120. Scale bar, 20 µm. (H). Quantification of relative fluorescence intensity of Caspase-3 in the control-1 and patient-1 iPSC-derived ROs at day 120. (I). Staining images of ROs with NRL at day 90. Scale bar, 20 µm. (J). Quantification of NRL positive cell density in ROs at day 90. (A, D, F, G, I). The cell nuclei were stained with DAPI (blue).
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Table S3. Clinical data and reprogramming information of patients and healthy donors

Gender Age BCVA RS1 Mutation Resource reprogramming method
(LogMAR)
oD os
Patient-1 Male 14 0.3 0.3 c214G>A PBMC Sendai virus
(pET2K)
Patient-2 Male & 0.4 03 c214G>A PBMC Sendai virus
(pET2K)
Control-1 Male 7.5 1.0 1.0 Normal PBMC Sendai virus
Control-2 Male 36 NM NM Normal PBMC Nonintegrative
reprogramming
technique

Abbreviations: BCVA, Best corrected visual acuity; PBMC, Peripheral blood mononuclear cells; NM, Not

Mentioned





