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== COpper 1on transport
== COpper ion binding
copper chaperone activity
== cupric reductase (NADPH)activity
==response to copper ion
== copper ion homeostasis

== cellular senescence
==regulation of cellular senescence

== espiratory chain complex IV
=respiratory chain complex IV assembly
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Rich factor (0~1)

Classification

S
- Cellular Processes
n n Q -D
. Environmental Information Processing

. Human Diseases -2

. Metabolism KEGG -1
. Organismal Systems enriched: 0

Classification

. biological_process

GO B
enriched: A

. cellular_component

. molecular_function




