Supplemental tables

Supplemental Table 1: Median of cytokine gene (mRNA) expression, using square-root transformation. Q1: first quartile; Q3: third quartile; T0: time 0; T1: time 1.
	mRNA
	T0 Median (Q1 – Q3)
	T1 Median (Q1 – Q3)

	IL-1β
	3.74 (2.84 - 5.23)
	2.25 (1.75 - 4.45)

	IL-4
	0.32 (0.24 - 0.43)
	0.28 (0.18 - 0.35)

	IL-8
	67.87 (51.73 - 94.40)
	58.98 (42.41 - 97.79)

	IL-17
	0.13 (0.08 - 0.16)
	0.07 (0.04 - 0.12)

	TNFα
	10.19 (7.93 - 11.58)
	8.59 (6.81 - 10.77)

	IFNγ
	1.21 (1.00 - 1.51)
	1.10 (0.60 - 1.63)

	NFκB1
	0.12 (0.11 - 0.17)
	0.13 (0.11 - 0.14)

	RELA (p65)
	1.21 (0.87 - 2.11)
	1.08 (0.74 - 1.76)



Supplemental Table 2: Median of cytokine concentration using square-root transformation ((pg/ml)1/2). Q1: first quartile; Q3: third quartile; T0: time 0; T1: time 1.
	IL (pg/mL)
	T0 Median (Q1 – Q3)
	T1 Median (Q1 – Q3)

	IL-1β
	11.95 (5.63 - 18.41)
	8.93 (2.74 - 20.08)

	IL-4
	14.57 (12.44 - 18.00)
	13.66 (10.41 - 16.85)

	IL-8
	0.00 (0.00 - 0.00)
	0.00 (0.00 - 0.00)

	IL-17
	0.00 (0.00 - 5.66)
	0.00 (0.00 - 3.76)

	TNFα
	24.52 (14.89 - 38.40)
	17.74 (14.12 - 32.22)

	IFNγ
	1.39 (1.06 - 2.01)
	1.24 (0.51 - 2.40)























Supplemental table 3: Baseline (T0) and post-treatment (T1) between-group comparison of mRNA expression levels in bronchoalveolar lavage fluid from horses with severe equine asthma treated with systemic corticosteroids (DEX) or autologous adipose-derived mesenchymal stromal cells (SCT). Data are presented as median (interquartile range, Q1–Q3). Baseline (T0) data are shown solely to demonstrate successful randomization and comparable starting conditions prior to treatment.

	mRNA
	SCT Median (Q1–Q3)
	DEX Median (Q1–Q3)
	p-adjusted

	T0
	
	
	

	IL-1β
	15.61 (12.50–28.02)
	8.90 (4.91–25.68)
	0.9102

	IL-4
	0.12 (0.06–0.18)
	0.07 (0.04–0.18)
	0.9102

	IL-8
	6364 (4409.75–8704.5)
	2715 (2412–8810)
	0.9102

	IL-17
	0.02 (0.01–0.03)
	0.01 (0.0057–0.024)
	0.9102

	TNFα
	104.45 (70.37–129.6)
	99.64 (63.22–136.7)
	1

	IFNγ
	1.92 (0.80–3.10)
	1.39 (1.231–1.51)
	0.9102

	NF-κB1 (p50)
	0.02 (0.01–0.03)
	0.01 (0.01–0.03)
	0.9102

	RELA (p65)
	1.47 (0.81–2.51)
	1.05 (0.75–6.73)
	0.9102

	T1
	
	
	

	IL-1β
	5.28 (3.81–35.13)
	3.94 (2.29–10.41)
	0.70

	IL-4
	0.08 (0.04–0.11)
	0.08 (0.03–0.15)
	0.96

	IL-8
	3146 (1605.25–7264.25)
	4867 (3413–10660)
	0.76

	IL-17
	0.01 (0.00–0.01)
	0.00 (0.00–0.00)
	0.24

	TNFα
	71.04 (53.91–109.96)
	73.86 (46.01–118.60)
	0.96

	IFNγ
	1.40 (0.42–2.39)
	0.97 (0.28–2.66)
	0.76

	NF-κB1 (p50)
	0.020 (0.01–0.02)
	0.016 (0.01–0.02)
	0.63

	RELA (p65)
	1.25 (0.79–3.20)
	1.16 (0.45–2.55)
	0.96














Supplemental table 4: Baseline (T0) and post-treatment (T1) between-group comparison of protein concentrations in bronchoalveolar lavage fluid from horses with severe equine asthma treated with systemic corticosteroids (DEX) or autologous adipose-derived mesenchymal stromal cells (SCT). Data are presented as median (interquartile range, Q1–Q3). Baseline (T0) data are shown solely to demonstrate successful randomization and comparable starting conditions prior to treatment.

	Protein (pg/ml)
	SCT Median (Q1–Q3)
	DEX Median (Q1–Q3)
	p-adjusted

	T0
	
	
	

	IL-1β
	223.29 (142.96–803.71)
	44.13 (0.00–114.16)
	0.56

	IL-4
	264.40 (181.15–341.65)
	196.85 (149.53–276.75)
	0.82

	IL-8
	0.00 (0.00–0.00)
	0.00 (0.00–0.00)
	0.91

	IL-17
	0.00 (0.00–35.75)
	14.13 (0.00–28.55)
	0.93

	TNFα
	845.58 (383.53–1785.04)
	555.15 (126.26–949.65)
	0.82

	IFNγ
	2.83 (1.60–5.54)
	1.94 (0.19–2.34)
	0.82

	T1
	
	
	

	IL-1β
	216.28 (83.61–735.07)
	17.44 (0.00–56.97)
	0.27

	IL-4
	237.08 (146.62–301.90)
	116.89 (24.98–232.43)
	0.31

	IL-8
	0.00 (0.00–18.00)
	0.00 (0.00–0.00)
	0.27

	IL-17
	7.21 (0.00–251.48)
	0.00 (0.00–0.00)
	0.27

	TNFα
	355.87 (151.74–1232.83)
	314.62 (244.34–776.54)
	0.97

	IFNγ
	5.09 (1.40–82.27)
	0.37 (0.00–2.34)
	0.24















Supplemental Table 5: Positive and negative association between IL-1 β mRNA expression and miRNA (miR) at time 0. *Association between miRNA and IL also determined with Rank correlation analysis or ELASTICNET analysis.
	[bookmark: _Hlk122612888]positive association with IL-1β mRNA
	Score (d)
	q-value (%)
	
	negative association with IL-1β mRNA
	Score (d)
	q-value (%)

	[bookmark: _Hlk122612865]miR-129a-5p*
	3.20
	0.00
	
	miR-362-5p*
	-2.68
	0.00

	miR-129b-5p*
	3.20
	0.00
	
	miR-500*
	-2.41
	0.00

	miR-338-5p*
	3.08
	0.00
	
	miR-365*
	-2.38
	0.00

	miR-676*
	2.93
	0.00
	
	miR-342-3p*
	-2.28
	0.00

	miR-129a-3p*
	2.61
	0.00
	
	miR-146b-3p*
	-2.19
	0.00

	miR-132*
	2.61
	0.00
	
	miR-301a
	-2.08
	0.00

	miR-338-3p*
	2.47
	0.00
	
	miR-342-5p*
	-2.05
	0.00

	miR-191a*
	2.27
	0.00
	
	miR-501-5p*
	-1.83
	0.74

	miR-652*
	2.26
	0.00
	
	miR-155
	-1.76
	0.74

	miR-93*
	2.22
	0.00
	
	miR-28-3p
	-1.76
	0.74

	miR-1379*
	2.19
	0.00
	
	miR-1301
	-1.73
	0.74

	miR-223*
	2.19
	0.00
	
	miR-9159*
	-1.69
	0.74

	miR-25*
	2.13
	0.00
	
	miR-505
	-1.66
	0.74

	miR-99b*
	1.93
	0.00
	
	miR-20b
	-1.66
	0.74

	miR-204b*
	1.91
	0.00
	
	miR-1839*
	-1.65
	0.74

	miR-106b*
	1.85
	0.00
	
	miR-454
	-1.64
	0.74

	miR-7177b*
	1.85
	0.00
	
	miR-502-5p
	-1.64
	0.74

	miR-92b*
	1.85
	0.00
	
	miR-17
	-1.64
	0.74

	miR-34c*
	1.80
	0.00
	
	miR-106a
	-1.64
	0.74

	miR-9097*
	1.74
	0.00
	
	miR-361-5p*
	-1.62
	0.74

	miR-149*
	1.70
	0.00
	
	miR-29a*
	-1.58
	0.74

	miR-8951*
	1.63
	0.00
	
	miR-590-3p
	-1.55
	1.34

	miR-135b
	1.62
	0.74
	
	miR-151-5p*
	-1.54
	1.34

	miR-449a
	1.58
	0.74
	
	miR-194
	-1.53
	1.34

	miR-628a*
	1.56
	0.74
	
	miR-29b
	-1.51
	1.34

	miR-141
	1.45
	1.31
	
	miR-221
	-1.39
	1.34

	miR-140-3p
	1.41
	1.31
	
	miR-222
	-1.38
	2.91

	miR-326
	1.39
	2.91
	
	miR-20a
	-1.38
	2.91

	miR-34b-3p
	1.35
	2.91
	
	miR-193a-5p
	-1.36
	2.91

	miR-196b
	1.35
	2.91
	
	miR-363
	-1.36
	2.91

	miR-449b
	1.29
	2.91
	
	miR-192
	-1.35
	2.91

	miR-324-3p
	1.28
	2.91
	
	miR-28-5p
	-1.35
	2.91

	miR-148a
	1.27
	2.91
	
	miR-125b-5p
	-1.33
	2.91

	miR-205
	1.23
	4.64
	
	miR-130b
	-1.30
	2.91

	miR-9180
	1.23
	4.64
	
	miR-32
	-1.30
	2.91

	miR-34b-5p
	1.20
	4.64
	
	miR-10b
	-1.29
	2.91

	miR-200a
	1.16
	4.64
	
	miR-181b
	-1.27
	2.91

	miR-1271a
	1.15
	4.64
	
	miR-502-3p
	-1.25
	2.91

	miR-671-3p
	1.15
	4.64
	
	miR-182
	-1.25
	2.91

	miR-30d
	1.15
	4.64
	
	miR-362-3p
	-1.22
	2.91

	miR-103
	1.14
	4.64
	
	miR-96
	-1.20
	2.91

	miR-107a
	1.14
	4.64
	
	miR-30c
	-1.19
	2.91

	miR-8970
	1.14
	4.64
	
	miR-1468
	-1.18
	2.91

	miR-26a
	1.14
	4.64
	
	miR-23b
	-1.16
	2.91

	let-7e
	1.13
	4.64
	
	miR-146b-5p
	-1.14
	4.64

	miR-92a
	1.13
	4.64
	
	miR-545
	-1.13
	4.64

	miR-197
	1.12
	4.64
	
	miR-450b-5p
	-1.12
	4.64

	
	
	
	
	miR-146a
	-1.09
	4.64

	
	
	
	
	miR-211
	-1.08
	4.64

	
	
	
	
	miR-671-5p
	-1.08
	4.64

	
	
	
	
	miR-34a
	-1.07
	4.64

	
	
	
	
	miR-374a
	-1.07
	4.64

	
	
	
	
	miR-660
	-1.06
	4.64

	
	
	
	
	miR-350
	-1.05
	4.64

	
	
	
	
	miR-188-5p
	-1.05
	4.64

	
	
	
	
	miR-195
	-1.01
	4.64

	
	
	
	
	miR-99a
	-0.99
	4.64





















Supplemental Table 6: Positive and negative association between IL-4 mRNA expression and microRNA (miR) at time 0. *Association between miRNA and IL also determined with Rank correlation analysis or ELASTICNET analysis.
	[bookmark: _Hlk122612930]positive association with IL-4 mRNA
	Score (d)
	q-value (%)
	
	negative association with IL-4 mRNA
	Score (d)
	q-value (%)

	miR-1301*
	1.78
	0.00
	
	miR-8951*
	-1.99
	0.00

	miR-361-3p*
	1.74
	0.00
	
	
	
	

	miR-29a*
	1.55
	0.00
	
	
	
	

	miR-193a-5p*
	1.50
	0.00
	
	
	
	


  

Supplemental Table 7: Positive association between IL-8 mRNA expression and microRNA (miR) at time 0. *Association between miRNA and IL also determined with Rank correlation analysis or ELASTICNET analysis.
	positive association with
 IL-8 mRNA
	Score(d)
	q-value(%)

	miR-676*
	2.04
	0.00

	miR-129a-5p*
	2.02
	0.00

	miR-129b-5p*
	2.02
	0.00

	miR-132
	1.91
	0.00

	miR-223
	1.80
	0.00

	miR-30d
	1.69
	0.00

	miR-103
	1.64
	0.00

	miR-107a
	1.64
	0.00

	miR-148a
	1.56
	0.00

	miR-338-5p
	1.48
	3.62

	miR-191a
	1.46
	3.62

	miR-93
	1.45
	3.62

	miR-330
	1.43
	3.62

	miR-338-3p
	1.42
	3.62

	miR-24
	1.42
	3.62

	let-7e
	1.34
	3.62









Supplemental Table 8: Negative association between IL-17 mRNA expression and microRNA (miR) at time 0. *Association between miRNA and IL also determined with Rank correlation analysis or ELASTICNET analysis.
	[bookmark: _Hlk122613748]negative association with 
IL-17
	Score (d)
	q-value (%)

	miR-200b*
	-2.07
	0.00

	miR-429*
	-2.05
	0.00

	miR-708*
	-2.03
	0.00

	miR-486-5p*
	-1.94
	0.00

	miR-200c*
	-1.94
	0.00

	miR-34b-3p*
	-1.94
	0.00

	miR-205*
	-1.89
	0.00

	miR-144*
	-1.87
	0.00

	miR-451*
	-1.86
	0.00

	miR-34b-5p
	-1.81
	0.00

	miR-200a
	-1.77
	0.00

	miR-34c
	-1.69
	0.00

	miR-141
	-1.59
	0.00

	miR-8917
	-1.57
	0.00

	miR-190b
	-1.46
	4.81

	miR-143
	-1.43
	4.81

	miR-449b
	-1.37
	4.81

	miR-204b
	-1.31
	4.81






Supplemental Table 9: Positive association between TNFα mRNA expression and microRNA (miR) at time 0. *Association between miRNA and IL also determined with Rank correlation analysis or ELASTICNET analysis.
	[bookmark: _Hlk122613917]positive association with TNFα mRNA
	Score (d)
	q-value (%)

	miR-361-3p*
	2.33
	0.00









Supplemental Table 10: Positive and negative association between IFNγ mRNA expression and microRNA (miR) at time 0. *Association between miRNA and IL also determined with Rank correlation analysis or ELASTICNET analysis.
	[bookmark: _Hlk122614001]positive association with IFNγ mRNA

	Score (d)
	q-value (%)
	
	negative association with
IFNγ mRNA
	Score (d)
	q-value (%)

	miR-342-3p*
	2.20
	0.00
	
	miR-193a-3p*
	-2.39
	0.00

	miR-155*
	2.13
	0.00
	
	miR-205
	-1.88
	0.00

	miR-146a
	1.89
	0.00
	
	miR-9185
	-1.81
	4.59

	miR-28-3p
	1.84
	0.00
	
	miR-34b-5p
	-1.79
	4.59

	miR-221
	1.80
	0.00
	
	miR-92a
	-1.73
	4.59

	miR-330
	1.75
	0.00
	
	miR-1296
	-1.65
	4.59

	
	
	
	
	miR-185
	-1.59
	4.59

	
	
	
	
	miR-451
	-1.55
	4.59

	
	
	
	
	miR-449a
	-1.54
	4.59

	
	
	
	
	miR-149
	-1.53
	4.59

	
	
	
	
	miR-92b
	-1.48
	4.59

	
	
	
	
	miR-34b-3p
	-1.47
	4.59

	
	
	
	
	miR-486-5p
	-1.46
	4.59

	
	
	
	
	miR-429
	-1.46
	4.59

	
	
	
	
	miR-449b
	-1.46
	4.59

	
	
	
	
	miR-125a-5p
	-1.44
	4.59

	
	
	
	
	miR-34c
	-1.40
	4.59

	
	
	
	
	miR-143
	-1.40
	4.59

	
	
	
	
	miR-144
	-1.37
	4.59

	
	
	
	
	miR-423-3p
	-1.36
	4.59

	
	
	
	
	miR-204b
	-1.34
	4.59

	
	
	
	
	miR-200c
	-1.33
	4.59

	
	
	
	
	miR-196b
	-1.27
	4.59

	
	
	
	
	miR-99b
	-1.26
	4.59

	
	
	
	
	miR-8970
	-1.25
	4.59

	
	
	
	
	miR-197
	-1.23
	4.59

	
	
	
	
	miR-224
	-1.22
	4.59

	
	
	
	
	miR-582-3p
	-1.19
	4.59









Supplemental Table 11: Positive association between RELA (p65)  mRNA expression and microRNA (miR) at time 0. 
	positive association with RELA mRNA
	Score (d)
	q-value (%)

	miR-10a
	1.54
	0.00

	miR-126-3p
	1.47
	0.00






Supplemental Table 12: Positive association between miRNA and IL-1β protein concentration (pg/ml) at time 0. 
	positive association with 
IL-1β 
	Score (d)
	q-value (%)

	miR-222
	1.70
	0.00

	let-7c
	1.65
	0.00





Supplemental Table 13: Positive association between miRNA and IL-4 protein concentration (pg/ml) at time 0. 

	positive association with 
IL-4 
	Score (d)
	q-value (%)

	miR-222
	1.76
	0.00

	miR-221
	1.38
	0.00

	miR-532-3p
	1.37
	0.00











Supplemental Table 14: Positive association between miRNA and IL-8 protein concentration (pg/ml) at time 0. 

	positive association with 
IL-8 up
	Score (d)
	q-value (%)

	miR-8970
	1.45
	0.00

	miR-532-5p
	1.03
	0.00

	miR-27b
	0.99
	0.00

	miR-99a
	0.95
	0.00

	miR-1388
	0.91
	0.00

	miR-423-3p
	0.91
	0.00

	let-7c
	0.90
	0.00

	miR-503
	0.83
	0.00

	miR-1249
	0.82
	0.00

	miR-125b-5p
	0.81
	0.00

	miR-192
	0.79
	0.00

	miR-143
	0.77
	0.00

	miR-211
	0.77
	0.00

	miR-9055
	0.77
	0.00






Supplemental Table 15: Negative association between miRNA and TNFα protein concentration (pg/ml) at time 0. 

	negative association with TNFα
	Score (d)
	q-value (%)

	miR-19a
	-1.82
	0.00

	miR-1
	-1.80
	0.00

	miR-184
	-1.80
	0.00

	miR-8951
	-1.71
	0.00

	miR-148b-5p
	-1.48
	0.00







Supplemental Table 16: Positive association between IL-1β mRNA expression and microRNA (miR) at time 1. *Association between miRNA and IL also determined with Rank correlation analysis or ELASTICNET analysis.
	positive association with
 IL-1β mRNA
	Score (d)
	q-value (%)

	miR-338-5p*
	2.43
	0.00

	miR-223*
	2.18
	0.00

	miR-106b*
	2.12
	0.00

	miR-628a
	1.97
	0.00

	miR-129a-5p
	1.89
	0.00

	miR-129b-5p
	1.88
	0.00

	miR-93
	1.80
	0.00

	miR-338-3p
	1.75
	0.00

	miR-652
	1.75
	0.00

	miR-676
	1.70
	0.00

	miR-132
	1.64
	0.00

	miR-8951
	1.64
	0.00

	miR-196b
	1.64
	0.00

	miR-9180
	1.58
	0.00

	miR-129a-3p
	1.58
	0.00

	miR-7177b
	1.51
	2.93

	miR-34b-5p
	1.48
	2.93

	miR-449b
	1.36
	2.93

	miR-425
	1.36
	2.93

	miR-1379*
	1.33
	2.93

	miR-582-5p
	1.32
	2.93

	miR-9097
	1.29
	2.93

	miR-99b
	1.25
	2.93

	miR-92b
	1.24
	2.93











Supplemental Table 17: Positive and negative association between IL-4 mRNA expression and microRNA (miR) at time 1. *Association between miRNA and IL also determined with Rank correlation analysis or ELASTICNET analysis.
	positive association with IL-4 mRNA
	Score (d)
	q-value (%)
	
	negative association with IL-4 mRNA
	Score (d)
	q-value (%)

	miR-10a*
	2.34
	0.00
	
	miR-30e*
	-2.33
	0.00

	miR-126-3p
	1.82
	4.01
	
	miR-193a-3p
	-1.96
	0.00

	miR-502-3p
	1.81
	4.01
	
	miR-93
	-1.75
	0.00

	miR-9151
	1.71
	4.01
	
	miR-143
	-1.70
	0.00

	miR-9055
	1.68
	4.01
	
	miR-19a
	-1.68
	0.00

	miR-1271a
	1.62
	4.01
	
	miR-101
	-1.66
	0.00

	miR-8986a
	1.60
	4.01
	
	miR-449b
	-1.62
	4.01

	miR-216b
	1.45
	4.01
	
	miR-19b
	-1.53
	4.01

	miR-15b
	1.44
	4.32
	
	miR-3200
	-1.40
	4.01

	miR-151-5p
	1.42
	4.32
	
	
	
	

	miR-128
	1.39
	4.32
	
	
	
	

	miR-361-5p
	1.39
	4.32
	
	
	
	

	miR-501-5p
	1.34
	4.32
	
	
	
	

	let-7a
	1.33
	4.32
	
	
	
	

	miR-193a-5p
	1.31
	4.32
	
	
	
	

	miR-1301
	1.31
	4.32
	
	
	
	

	miR-9159
	1.30
	4.32
	
	
	
	

	miR-340-3p
	1.28
	4.32
	
	
	
	

















Supplemental Table 18: Positive association between IL-8 mRNA expression and microRNA (miR) at time 1. The false discovery rate is set to ≤5%. 
	positive association with 
IL-8 mRNA
	Score (d)
	q-value (%)

	miR-628a
	2.02
	0.00

	miR-676
	1.83
	0.00

	miR-223
	1.73
	0.00

	miR-129a-5p
	1.59
	0.00

	miR-8951
	1.56
	0.00

	miR-129b-5p
	1.54
	0.00

	miR-338-5p
	1.50
	0.00

























Supplemental Table 19: Positive and negative association between IFNγ mRNA expression and microRNA (miR) at time 1. *Association between miRNA and IL also determined with Rank correlation analysis or ELASTICNET analysis.
	positive association with IFNγ mRNA
	Score (d)
	q-value (%)
	
	negative association with IFNγ mRNA
	Score (d)
	q-value (%)

	miR-501-5p*
	2.21
	0.00
	
	miR-1291a*
	-1.87
	2.16

	miR-146a*
	2.13
	0.00
	
	miR-449b*
	-1.87
	2.16

	miR-24*
	2.12
	0.00
	
	miR-423-3p*
	-1.69
	2.16

	miR-532-3p*
	2.02
	0.00
	
	miR-199a-3p*
	-1.65
	2.16

	miR-148b-3p*
	1.99
	0.00
	
	miR-199b-3p*
	-1.65
	2.16

	miR-502-3p*
	1.92
	0.00
	
	miR-204b
	-1.64
	2.16

	miR-151-5p*
	1.89
	0.00
	
	miR-129a-3p
	-1.62
	2.16

	miR-10a*
	1.73
	0.00
	
	miR-205*
	-1.61
	2.16

	miR-28-3p*
	1.70
	0.00
	
	miR-34b-3p
	-1.59
	2.16

	miR-342-3p
	1.70
	0.00
	
	miR-149
	-1.58
	2.16

	miR-374a*
	1.70
	0.00
	
	miR-92b
	-1.58
	2.16

	miR-9151*
	1.65
	0.00
	
	miR-429
	-1.58
	2.16

	miR-221*
	1.64
	0.00
	
	miR-7177b
	-1.55
	2.16

	miR-126-3p*
	1.62
	0.00
	
	miR-1296
	-1.55
	2.16

	miR-130b*
	1.53
	3.21
	
	miR-196b
	-1.52
	2.16

	let-7a
	1.52
	3.21
	
	miR-190b*
	-1.51
	2.16

	
	
	
	
	miR-199b-5p
	-1.51
	2.16

	
	
	
	
	miR-582-3p
	-1.48
	2.16

	
	
	
	
	miR-425
	-1.48
	2.16

	
	
	
	
	miR-132*
	-1.48
	2.16

	
	
	
	
	miR-9097
	-1.48
	2.16

	
	
	
	
	miR-200c
	-1.43
	2.16

	
	
	
	
	miR-143
	-1.42
	2.16

	
	
	
	
	miR-197
	-1.40
	2.16

	
	
	
	
	miR-223
	-1.39
	2.16

	
	
	
	
	miR-345-3p
	-1.38
	2.16

	
	
	
	
	miR-200a
	-1.38
	2.16

	
	
	
	
	miR-338-5p
	-1.36
	2.16

	
	
	
	
	miR-652
	-1.34
	2.16

	
	
	
	
	miR-135b
	-1.34
	2.16

	
	
	
	
	miR-193a-3p
	-1.34
	2.16

	
	
	
	
	miR-122
	-1.32
	2.16

	
	
	
	
	miR-92a
	-1.28
	2.16

	
	
	
	
	miR-19a
	-1.28
	2.16

	
	
	
	
	miR-34c
	-1.28
	2.16

	
	
	
	
	miR-449a
	-1.27
	2.16

	
	
	
	
	miR-200b
	-1.24
	2.16

	
	
	
	
	miR-451
	-1.24
	2.16

	
	
	
	
	miR-34b-5p
	-1.24
	2.16

	
	
	
	
	miR-708
	-1.18
	3.21

	
	
	
	
	miR-141
	-1.17
	3.21

	
	
	
	
	miR-19b
	-1.17
	3.21

	
	
	
	
	miR-9180
	-1.16
	3.21

	
	
	
	
	miR-9040
	-1.16
	3.21

	
	
	
	
	miR-129b-5p
	-1.16
	3.21

	
	
	
	
	miR-129a-5p
	-1.15
	3.21

	
	
	
	
	miR-345-5p
	-1.13
	3.21

	
	
	
	
	miR-338-3p
	-1.13
	3.21

	
	
	
	
	miR-374b
	-1.10
	3.83

	
	
	
	
	miR-224
	-1.06
	4.53





Supplemental Table 20: Positive association between NFκB1 mRNA expression and microRNA (miR) at time 1. *Association between miRNA and IL also determined with Rank correlation analysis or ELASTICNET analysis.
	positive association with NFκB1 mRNA
	Score(d)
	q-value(%)

	miR-338-3p
	1.84
	0.00

	miR-652*
	1.76
	0.00

	miR-129b-5p
	1.64
	0.00

	miR-129a-5p
	1.61
	0.00

	miR-193b
	1.58
	0.00

	miR-7177b
	1.46
	0.00
















Supplemental Table 21: Negative (Genes down) association between RELA (p65) mRNA expression and microRNA (miR) at time 1. *Association between miRNA and IL also determined with Rank correlation analysis or ELASTICNET analysis.
	negative association with RELA mRNA
	Score (d)
	q-value (%)

	miR-30e*
	-1.79
	0.00





Supplemental Table 22: Negative association between miRNA and IL-4 protein concentration (pg/ml) at time 1. 
	negative association with 
IL-4
	Score (d)
	q-value (%)

	miR-186
	-1.83
	0.00

	miR-1296
	-1.48
	0.00

	miR-184
	-1.37
	0.00




Supplemental Table 23: Positive association between miRNA and IL-8 protein concentration (pg/ml) at time 1.
	positive association with 
IL-8
	Score (d)
	q-value (%)

	miR-744
	1.62
	0.00

	miR-26a
	1.55
	0.00

	let-7g
	1.51
	0.00

	miR-211
	1.46
	0.00

	miR-27b
	1.39
	0.00

	miR-27a
	1.37
	0.00

	miR-3548
	1.37
	0.00

	miR-142-5p
	1.35
	0.00










Supplemental Table 24: Negative association between miRNA and IL-17 protein concentration (pg/ml) at time 1. 
	negative association with 
IL-17
	Score (d)
	q-value (%)

	miR-345-5p
	-1.71
	0.00

	miR-9097
	-1.71
	0.00

	miR-8951
	-1.69
	0.00




Supplemental Table 25: Negative association between miRNA and TNFα protein concentration (pg/ml) at T1. 

	negative association with TNFα
	Score (d)
	q-value (%)

	miR-184
	-1.88
	0.00

	miR-1
	-1.81
	0.00

	miR-374b
	-1.24
	0.00

	miR-190b
	-1.23
	0.00

	miR-582-5p
	-1.22
	0.00





Supplemental Table 26: Positive and negative association between miRNA and IFNγ protein concentration (pg/ml). 

	positive associations with IFNγ
	Score (d)
	q-value (%)
	
	negative association with IFNγ
	Score (d)
	q-value (%)

	miR-150
	2.02
	2.72
	
	miR-345-5p
	-2.41
	0.00

	
	
	
	
	miR-8951
	-1.87
	0.00

	
	
	
	
	miR-425
	-1.86
	0.00

	
	
	
	
	miR-19a
	-1.83
	0.00

	
	
	
	
	miR-148b-5p
	-1.75
	0.00

	
	
	
	
	miR-652
	-1.60
	0.00





Supplemental table 27. Positive and negative associations between mRNA expression and microRNAs (miRNAs) at post-treatment (T1), stratified by treatment group (systemic corticosteroids, DEX; autologous adipose-derived mesenchymal stromal cells, SCT). 
	Group
	mRNA target
	miRNA
	Score (d)
	q-value (%)

	SCT
	IL-1β
	miR-223
	2.63
	0

	SCT
	IL-1β
	miR-106b
	2.33
	0

	SCT
	IL-1β
	miR-338-5p
	2.17
	0

	SCT
	IL-1β
	miR-93
	2.1
	0

	SCT
	IL-1β
	miR-224
	1.84
	0

	SCT
	IL-1β
	miR-132
	1.67
	0

	SCT
	IL-1β
	miR-628a
	1.58
	0

	SCT
	IL-1β
	miR-676
	1.58
	0

	SCT
	IL-1β
	miR-8914
	-2.42
	0

	SCT
	IL-17
	miR-99b
	-2.34
	0

	SCT
	IFNγ
	miR-148b-3p
	2.39
	0

	SCT
	IFNγ
	miR-151-5p
	2.08
	0

	SCT
	IFNγ
	miR-501-5p
	1.96
	0

	SCT
	IFNγ
	miR-10a
	1.9
	0

	SCT
	IFNγ
	miR-24
	1.74
	0

	SCT
	NFκB1
	miR-342-3p
	-2.22
	0

	SCT
	NFκB1
	miR-450c
	-2.08
	0

	SCT
	NFκB1
	miR-424
	-1.9
	0

	SCT
	NFκB1
	miR-362-5p
	-1.84
	0

	SCT
	NFκB1
	miR-532-3p
	-1.79
	0

	SCT
	NFκB1
	miR-542-3p
	-1.74
	0

	DEX
	IL-4
	miR-126-3p
	2.13
	0

	DEX
	IL-8
	miR-30e
	-2.04
	0

	DEX
	TNFα
	miR-126-3p
	2
	0

	DEX
	TNFα
	miR-19b
	-2.1
	0

	DEX
	TNFα
	miR-19a
	-2.1
	0

	DEX
	TNFα
	miR-30e
	-2
	0

	DEX
	TNFα
	miR-671-5p
	-1.46
	0

	DEX
	NFκB1
	miR-192
	-2.21
	0

	DEX
	NFκB1
	miR-1839
	-2.1
	0

	DEX
	NFκB1
	miR-194
	-1.76
	0

	DEX
	RELA
	miR-30e
	-2.09
	0

	DEX
	RELA
	miR-143
	-1.75
	0

	DEX
	RELA
	miR-101
	-1.4
	0






Supplemental Table 28. Positive and negative associations between protein concentrations and microRNAs (miRNAs) at post-treatment (T1), stratified by treatment group (systemic corticosteroids, DEX; autologous adipose-derived mesenchymal stromal cells, SCT). 
	Group
	Protein target
	miRNA
	Score (d)
	q-value (%)

	SCT
	IL-4
	miR-186
	-1.83
	0

	SCT
	IL-4
	miR-1296
	-1.48
	0

	SCT
	IL-17
	miR-345-5p
	-1.71
	0

	SCT
	IL-17
	miR-9097
	-1.71
	0

	SCT
	IL-17
	miR-8951
	-1.69
	0

	SCT
	TNFα
	miR-184
	-1.88
	0

	SCT
	TNFα
	miR-1
	-1.81
	0

	SCT
	TNFα
	miR-374b
	-1.24
	0

	SCT
	TNFα
	miR-190b
	-1.23
	0

	SCT
	TNFα
	miR-582-5p
	-1.22
	0

	SCT
	IFNγ
	miR-150
	2.02
	0

	SCT
	IFNγ
	let-7d
	1.59
	0

	SCT
	IFNγ
	miR-345-5p
	-2.41
	0

	SCT
	IFNγ
	miR-8951
	-1.87
	0

	SCT
	IFNγ
	miR-425
	-1.86
	0

	SCT
	IFNγ
	miR-19a
	-1.83
	0

	SCT
	IFNγ
	miR-148b-5p
	-1.75
	0

	SCT
	IFNγ
	miR-652
	-1.6
	0

	SCT
	IFNγ
	miR-9097
	-1.49
	0

	DEX
	TNFα
	miR-3613
	-2.38
	0

	DEX
	TNFα
	miR-1
	-1.46
	0













Supplemental table 29. Differentially expressed miRNAs between T1 and T0 within treatment groups (systemic corticosteroids, DEX; autologous adipose-derived mesenchymal stromal cells, SCT). Data are presented as standardized effect size (Score d) with corresponding false discovery rate -adjusted q-values.
	DEX (T1 vs T0)
	 
	SCT (T1 vs T0)

	Gene ID
	Score (d)
	q-value (%)
	
	Gene ID
	Score (d)
	q-value (%)

	Increased expression

	miR-146b-3p
	4.04
	<0.001
	
	miR-450c
	5.69
	<0.001

	miR-146b-5p
	3.64
	<0.001
	
	miR-140-5p
	3.94
	<0.001

	miR-1249
	3.46
	<0.001
	
	miR-30e
	3.13
	<0.001

	miR-378
	3.42
	<0.001
	
	miR-532-5p
	2.99
	<0.001

	miR-505
	3.38
	<0.001
	
	miR-30c
	2.93
	<0.001

	miR-23b
	3.19
	<0.001
	
	miR-590-3p
	2.78
	<0.001

	miR-362-5p
	2.99
	<0.001
	
	 
	 
	 

	miR-500
	2.98
	<0.001
	
	 
	
	 

	miR-331
	2.74
	4.47
	
	 
	
	 

	Decreased expression

	miR-330
	-3.87
	<0.001
	
	—
	—
	—

	miR-24
	-3.57
	<0.001
	
	 
	
	 

	miR-148a
	-3.39
	<0.001
	
	 
	
	 

	miR-182
	-3.35
	<0.001
	
	 
	
	 

	miR-27a
	-3.24
	<0.001
	
	 
	
	 

	miR-183
	-3.23
	<0.001
	
	 
	
	 

	miR-96
	-2.99
	4.77
	
	 
	
	 

	miR-1839
	-2.75
	4.77
	
	 
	
	 

	miR-142-5p
	-2.67
	4.77
	
	 
	
	 

	miR-32
	-2.65
	4.77
	 
	 
	 
	 





