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Row Z-Score [ | peptide_metabolism_rcv

oxidative_stress_rcv
sugar_metabolism_rcv
protein_folding_rcv
cell_cycle_arrest_rcv
kinase_activity_rcv
histone_dynamics_rcv

|| DNA_repair_rcv
cell_division_rcv
DNA_binding_process_rcv
cell_cycle_G1_S_rcv
cell_proliferation_rcv
organ_development_rcv
cell_motility_rcv
cell_migration_rcv
fat_metabolism_rcv
oxidoreductase_activity_rcv
organic_acid_metabolism_rcv
cell_adhesion_rcv
wound_healing_rcv
blood_coagulation_rcv

platelet_rcv

cell_differentiation_rcv

bone_rcv

hypoxia_rcv

TGF_beta_pathway_rcv
|| MAPK_signalling_rcv

cell_growth_rcv
autophagy_rcv
NGF_pathway_rcv
I aminoacid_metabolism_rcv
oxidative_metabolism_rcv
1 endothelial_rcv
angiogenesis_rcv
cell_matrix_rcv
embryonic_development_rcv
heart_development_rcv
epithelial_cells_rcv
vascular_rcv
vessel_development_rcv
muscle_rcv
| defense_response_rcv
r leukocyte_activation_rcv
immune_response_rcv
lymphocyte_rcv
T_cells_rcv
inflammation_rcv
B Blood_ts
neuron_development_rcv
axon_rcv
~{ synapse_rcv
nervous_development_rcv
protein_degradation_rcv
RNA_splicing_rcv
mitochondrial_rcv
ubiquitin_rcv
ion_binding_rcv
transcription_rcv
I DNA_dynamics_rcv
DNA_damage_rcv
nuclear_events_rcv
vacuole_rcv
|| GTPase_activity_rcv
cytoskeleton_rcv
aging_rcv
erythrocyte_rcv
Notch_signaling_pathway_rcv
glucose_homeostasis_rcv
hormone_metabolism_rcv
post-translational_rcv
TLRx_pathway_rcv
cell_shape_rcv
integrin_pathway_rcv
interaction_with_host_rcv
protein_secretion_rcv
|| FGF_pathway_rcv
insulin_metabolism_rcv
TCA_metabolism_rcv
adipose_rcv
adipose_differentiation_rcv
fibroblast_rcv
stem_cell_rcv
smooth_muscle_rcv
skeletal_muscle_rcv
cell_morphogenesis_rcv
lung_development_rcv
glands_rcv
cell-cell_interaction_rcv
kidney_development_rcv
epithelial_cell_differentiation_rcv
PDGF_pathway_rcv
MAPK _inactivation_rcv
cell_aging_rcv
caspase_activity_rcv
liver_development_rcv
nitric_oxide_metabolism_rcv
- SNRNA_rcv

I telomere_rcv
DNA_recombination_rcv
aerobic_metabolism_rcv
SnoRNA_rcv
heme_metabolism_rcv
|| vitamin_C_rcv
UDP_metabolism_rcv
respiration_rcv
cytochrome_rcv
circadian_rcv
sphingolipid_metabolic_process_rcv
beta—amyloid_rcv
cholesterol_metabolism_rcv
sterol_metabolic_process_rcv
steroid_metabolic_process_rcv
triglyceride_rcv
lipoprotein_metabolism_rcv
iron_metabolism_rcv
vitamin_metabolism_rcv
granulocyte_rcv
I neutrophil_rcv
—| interleukin_rcv

bacterial_rcv

macrophage_rcv
chemotaxis_rcv
interferon_rcv
B_cells_rcv
|| Lymphocytes_ts
phosphatase_activity__rcv
insulin_rcv
purine_metabolism_rcv
|| peroxisome_rcv
secretion_rcv
ion_metabolism_rcv
glucose_metabolism_rcv
. fatty_acid_metabolism_rcv
[ | DNA _replication_rcv
cell_cycle_G2_M_rcv
taxis_rcv
cell_adhesion_and_motility_rcv
I ERBB_signaling_pathway_rcv
EGFR_pathway_rcv
energy_metabolism_rcv
. B plasma_membrane_dynamics_rcv
nervous_rcv
epithelial_cell_migration_rcv
cell-matrix_adhesion_rcv
Ser_Thr_kinase_signaling_rcv
Wnt_pathway_rcv
epithelial_cell_proliferation_rcv
vessel_rcv
glucocorticoid_rcv
nitrogen_metabolism_rcv
glucose_effects_rcv
|| amine_metabolism_rcv
pyrimidine_metabolism_rcv
|| DNA _replication_negative_rcv
glutamine_metabolism_rcv
TNF_pathway_rcv
interaction_with_symbiont_rcv
DNA_synthesis_rcv
NF-kappaB_pathway_rcv
monocyte_rcv
cell-cell_adhesion_rcv
BMP_pathway_rcv
aorta_development_rcv
myoblast_rcv
circulatory_system_rcv
cartilage_rcv
artery_rcv
Urinary_Bladder_ts
epithelial_to_mesenchymal_transition_rcv
mesenchymal_to_epithelial_transition_rcv
Osteoblast_ts
carnitine_metabolism_rcv
|| terpenoid_rcv
Muscle_smooth_ts
B kidney_function_rcv
Artery_Coronary_ts
Saphenous_vein_ts
Esophagus_Muscularis_ts
Uterus_ts
Umbilical_cord_ts
| Nipple_ts
B Artery_Tibial_ts
|| Artery_Aorta_ts
Adipose_brown_ts
Adipose_ts
. Adipose_Visceral_Omentum_ts
Adipose_Subcutaneous_ts
dendritic_cell_rcv
Monocytes_ts
mast_cell_rcv
Myeloblast_ts
Microglia_ts
Macrophage_BM_ts
Lymphocyte_B_FOLL_ts
[ | Lung_ts
Granulocyte_INFL_ts
Bone_Marrow_ts
T_helper_rcv
NK_cells_rcv
Lymphocytes_NK_ts
Macrophage_PB_ts
killer_activity_rcv
Erythroid_cells_ts
Lymphocytes_T_H_ts
Lymphocytes T_CTC_PB_ts
Lymphocytes_NK_PB_ts
Dendritic_cells_myeloid_ts
Lymphocytes_B_MZ_ts
| Spleen_ts
[ ] Fallopian_Tube_ts
. Breast_Mammary_Tissue_ts
[ | Testis_Semin_Tubule_ts
. Intestine_Colon_cecum_ts
[ ] Prostate_ts
B Ovary _ts
I Trachea_ts
Salivary_Gland_ts
Tonsils_ts
B Mammary_ts
[ ] Fibroblast_ts
[ | Nerve_Tibial_ts
[ | Thyroid_ts
[ ] Pituitary_ts
. Muscle_skeletal_tongue_ts
[ ] Muscle_cardiac_atrium_ts
xenobiotic_rcv
bile_acid_rcv
Liver_fetal_ts
I Adrenal_Cortex_ts
Adrenal_Gland_ts
Stomach_pyloric_ts
Stomach_cardiac_ts
Stomach_fundus_ts
Stomach_ts
I Pancreas_lslets_ts
Pancreas_ts
meiosis_rcv
Testis_Interstitial_ts
fertilization_rcv
Testis_Leydig_Cell_ts
Kidney_Renal_Cortex_ts
Kidney_ts
Kidney_Renal_Medulla_ts
Kidney_Cortex_ts
Colon_Transverse_ts
I Intestine_small_ts
Intestine_Colon_ts
Cornea_ts
Esophagus_ts
Pharynx_mucosa_ts
keratinocyte_rcv
Vulva_ts
skin_rcv
Epidermis_ts
Oral_mucosa_ts
Vagina_ts
[ . Esophagus_Mucosa_ts
Skin_ts
L heart_function_rcv
striated_muscle_rcv
Muscle_cardiac_ventricle_ts
Heart_Atrial_Appendage_ts
Muscle_cardiac_ts
Heart_Left Ventricle_ts
[ | Muscle_Skeletal_ts
[ [ | Testis_ts
[ ] Liver_ts
central_nervous_system_rcv
brain_development_rcv
glial_rcv
Brain_Anterior_cingulate_cortex_ts
Brain_Frontal_Cortex_ts
Brain_Amygdala_ts
Brain_Hippocampus_ts
Brain_Cortex_prefrontal_ts
Brain_Nucleus_accumbens_ts
! . Brain_Cerebellum_ts
Brain_Cerebellar_Hemisphere_ts
inositol_metabolism_rcv
salt_stress_response_rcv
PNS_development_rcv
G-protein_rcv
midbrain_development_rcv
astrocyte_rcv
forebrain_development_rcv
cerebellum_rcv
y hindbrain_development_rcv
cAMP_metabolism_rcv
dopamine_rcv
Brain_temporal_lobe_ts
Brain_parietal_lobe_ts
Brain_frontal_lobe_ts
Brain_Olfactory_bulb_ts
neurotransmitter_rcv
glutamatergic_rcv
cell_cell_signaling_rcv
Brain_Subthalamic_nucleus_ts
Nodose_nucleus_ts
! Ganglion_root_dorsal_ts
Brain_Corpus_callosum_ts
ion_transport_rcv
glutamate_metabolism_rcv
Brain_Striatum_dorsal_ts
|| Brain_Hypothalamus_ts
Spinal_cord_ts
behaviour_rcv
Brain_Spinal_cord_ts
Brain_Substantia_nigra_ts
Brain_basal_ganglia_ts
Brain_Putamen_ts
cell_metabolism_rcv
translation_rcv
B cell_death_rcv
symbiosis_rcv
virus_rcv
apoptosis_rcv
{ transferase_activity_rcv

n"S

|| golgi_dynamics_rcv
cell_cycle_rcv
nucleotide_binding_process_rcv
protein_maodification_rcv
mRNA_dynamics_rcv

protein_localization_rcv
protein_transport_rcv
vescicle_dynamics_rcv

enzyme_rcv
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