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Supplementary Material 1
ComBat harmonization was applied to align the probabilities from the three different reconstructions used in this study. The ComBat method assumes that the deviation introduced by the batch effect is removed once the means and the variances are standardized across the different batches. The value of the feature Y for a specific patient  j and scanner i is expressed as follows:
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[bookmark: _GoBack]where  represents the mean value of the feature Y,  represents the additive effect of the scanner,  is the multiplicative effect of the scanner and  is the error. In this case, the feature Y would be the probability value and the VOI j the corresponding MIP. This harmonization method uses the empirical Bayes framework to estimate the batch/scanner effect terms,  and . Subsequently, the corrected Y value   is calculated in equation (2) where , and are estimations of parameters ,  and respectively.
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